This Page Is Inserted by IFW Operations 
and is not a part of the Official Record 

BEST AVAILABLE IMAGES 



Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 



BLACK BORDERS 

TEXT CUT OFF AT TOP, BOTTOM OR SIDES 
FADED TEXT 
ILLEGIBLE TEXT 
SKEWED/SLANTED IMAGES 
COLORED PHOTOS 

BLACK OR VERY BLACK AND WHITE DARK PHOTOS 
GRAY SCALE DOCUMENTS 



IMAGES ARE BEST AVAILABLE COPY. 



As rescanning documents will not correct images, 
please do not report the images to the 
Image Problem Mailbox. 



ORGANISATION MONDIALE DE LA PROPRIETE INTELLECTUELLE 
Bureau intemational 




PCX 

DEMANDE INTERNATIONALE PUBLBBE EN VERTU DU TRATTE DE COOPERATION EN MATIERE DE BREVETS (PCT) 



(51) Classification Internationale des brevets ^ ; 
C12Q 1/68 



Al 



(11) Num^ro de pubUcation Internationale: WO 99/27132 

(43) Date de pubUcaUon internatjonale: 3 juin 1999 (03.06.99) 



(21) Num&t> de la demande Internationale: PCT/FR98/02501 

(22) Date de d^pdt intemational: 23 novembre 1998 (23.1 1.98) 



(30) Donn^es relatives k la priority: 

97/14669 21 novembre 1997 (21.11.97) 



FR 



(71) D^posants (pour tous les Etats disignis sauf US): CENTRE 

NATIONAL DE LA RECHERCHE SCIENTIFIQUE 
(CNRS) [FR/FR]; 3. rue Michcl-Ange, F-75794 Paris 
Cedex 16 (FR). INSTITUT NATIONAL DE LA 
RECHERCHE AGRONOMIQUE (INRA) [FR/FR]; 147. 
rue de rUniversite, F-75341 Paris Cedex 07 (FR). 

(72) Inventeurs; et 

(75) Inventeurs/D^posants (US seulement): ZOOROB. Rima 
[FR/FR]; 30, chemin de la Croix Biches, F-93160 
Noisy-le-Grand (FR). AUFFRAY, Charles [FR/FR]; 6, 
rue du CIos Bourgoin, F-94370 Sucy-en-Bric (FR). 
CHAUSSEE. Anne-Marie [FR/FR]; L'AStre Baibier. 
F-37380 Saint Laurent en Gatlnes (FR). 

(74) Mandataires: PEAUCELLE, Chantal etc.; Cabinet Aimengaud 
Ain6, 3, avenue Bugeaud, F-751 16 Paris (FR). 



(81) Etats ddsignfo: JP, US, brevet europden (AT, BE. CH, CY. 
DE, DK. ES, FI, FR, GB, OR, IE, IT, LU, MC, NL, PT. 
SE). 



PubUdc 



Avec rapport de recherche Internationale. 

Avant V expiration du dilai privu pour Ut modification des 

revendications, sera republic si des modifications sont 

regues» 



(54) Titie: REAGENTS- AND METHODS FOR DETECTING GENES RELATED TO MAJOR HISTOCOMPATIBILITY COMPLEX 
OF DOMESTIC FOWL, SUCH AS CHICKEN 

(54) Tltre: REACTIFS ET METHODES POUR LA DETECTION DE GENES LIES AU COMPLEXE MAJEUR 
D'HISTOCX>MPATIBILITE D'OISEAUX D'ELEVAGE, TELS QUE LE POULET 



(57) Abstract 



The invention concerns nucleic acid molecules for detecting the MHC genes involved in phenomena of resistance or pioneness to 
the development of virus-induced tumours. The primers prepared from said molecules can be used in a method for genotyping domestic 
fowl, characterised in that it consists in: amplifying a nucleic acid sample derived from the animal under study using one or several pairs 
of primers capable of being specifically hybridised with the nucleic acid of a pleomorphic region of the Rfi>'Y or B systems of the MHC 
of said fowl; detecting the resulting PGR products. 



(57) Abr^g^ 

L'invention vise des molecules d'acides nucl6iques permettant de d6tecter ceux des g^nes du CMH impliqu6s dans les ph6nomftnes de 
r^istance ou de suscepdbllit^ au ddveloppement de tiuneurs viro-induites. Les amorces ^labortes h paitir de ces molecules sont utilisables 
dans une m6thode de g6no^age d'oiseaux d'^levage et notamment du pou!et» caract6ris£e en ce qu'elle comprend : T amplification d'un 
6chandUon d*acide nucl6ique provenant de Tanimal k 6tudier k Taide d'un ou de plusieurs couples d'amorces capables de s'hybrider 
spfcifiquement avec Vacide nucl6ique d'une r6gion polymoiphe des systdmes Rfp-Y ou B du CMH desdits oiseaux et la detection des 
produits de PC^ obtenus. 
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REACTIFS ET METHODES POUR LA DETECTION DE GENES 
LIES AU COMPLEXE MAJEUR D • HISTOCOMPATIBILITE D'OISEAUX 
D'ELEVAGE, TELS QUE LE POULET 

5 L» invention a pour objet la detection de gdnes 

lies au complexe majeur d ' histocompatibilite (C34H) 
d'oiseaux d'elevage, tels que le poulet. A ce titre, elle 
conceme des molecules d'acides nucleiques permettant de 
detecter cexix des genes du CMH impligues dans les 

10 phenomenes de resistance ou de susceptibilite au 
dSveloppement de tumeurs viro- induites . L ' invention 
concerne #galement les applications de ces molecules 
d'acides nucleiques, notaniment pour le developpement de 
tests de genotypage chez les oiseaux d'elevage, en 

15 particulier le poulet, et pour la selection d'animaux 
d ' interet . 

Les maladies virales infectieuses sont 
redoutees des eleveurs en raison de leur caractere 
20 contagieux qui conduit a des pertes importantes 
d ' animaux . 

La vaccination a const itue line prophylaxie 
efficace jusqu'a 1' emergence de souches hypervirulentes, 
25 rendant n§cessaire 1 * identification des haplotypes 
rSsistcUits^ 

Diver ses methodes ont ainsi etS proposees pour 
tenter de selectionner ceux des animaux qui sont capcdDles 
30 de resister a de telles pathologies et ceux qui sont au 
contraire susceptibles d'etre affectSs. 

Les techniques les plus utilisSes en routine 
sont basees sur des polymorphismes sSrologiques ou de 
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type RFLP. Toutefois, ces methodes ne fournissent pas de 
connaissances precises sur le phenomene de resistance ou 
de susceptibilite a la maladie, en particulier par manque 
de caractSre discriminant vis -3.- vis des genes des 
5 systemes B ou Rfp-Y du CMH. 

Les travaux des inventeurs sur le seguengage de 
genes du CMH a montrS la ccmplexite genetique de cette 
region, ce qui les a conduits Bl prendre en compte xin 

10 autre type de polymorphisme, a savoir base sur la 
sequence de ces genes et des regions apparentees, telles 
que celles de leurs promoteurs et des regions 
microsatellitaires . Les inventeurs ont ainsi mis au point 
des moyens pour disposer de molecules oligonuclSotidiques 

15 hautement specif iques des polymorphismes observes, 
permettant d' identifier les parties de genes, et meme les 
sites impliques dans le controle de la resistance ou de 
la susceptibilite au developpement de tumeurs. 

20 Le caractSre spgcifique de ces molecules, vis- 

S.-vis d'un gene donne de I'un des systSmes du CMH, en 
fait des outils discriminants particulierement fiables 
pour identifier avec precision la capacity de resistance 
ou de susceptibilite du poulet etudie, ou d'autres 

25 oiseaux, a une infection virale, et pour etudier au 
niveau moleculaire les sequences du CMH impliquees. 

L' invention a done pour but de fournir des 
molecules d'acides nucleiques permettant de detecter 
30 specif iquement, chez les oiseaux d'elevage et en 
particulier chez le poulet, les gSnes lies au CMH 
impliqu6s dcuis les phenomSnes de resistance ou de 
susceptibilite au developpement de txameurs viro-induites . 
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Elle vise egalement a fournir une methode et un 
kit de detection de genotypes de mise en oeuvre aisee en 
routine . 

5 Les molecules d ' acides nucl6iques de 

1* invention sont caracterisees en ce qu'il s'agit de 
molecules, isolees de leur environnement naturel, 
d' acides nucleiques de genes codant pour des protfiines 
impliquees dans le controle de la resistance ou de la 

10 susceptibility au dSveloppement de tumeurs viro-induites 
chez les oiseaux d'Slevage, telles c[ue celles de la 
maladie de Marek chez le poulet, avec le cas 6ch6ant, les 
regions qui leur sont attachges, telles que celles du 
promoteur ou microsatellitaires • Le terme gene tel 

15 qu» utilise dans la description et les revendi cat ions 
englobe ces regions. 

Ces molecules d* acides nucleiques sont plus 
specialement caracterisees en ce qu'elles pr6sentent les 

20 sequences d' acides nuclSiques de genes du systeme B ou du 
systeme Rfp-Y du CMH des oiseaux d'elevage, k 1' exception 
des sequences des genes de classe II B-L, du gene 17.5, 
du gSne 12.3 et du gSne B-FIV de classe I, ou sont 
capables de s'apparier avec I'un des brins d'un gene 

25 capable de coder pour une proteine telle que definie ci- 
dessus dans des conditions faiblement stringentes. 

L ' appariement dans des conditions de faible 
stringence auquel il est fait reference ci-dessus est 
30 realise a temperature ambiante, dans un milieu 0,1 SSC, 
avec lavage a temperature ambiante. 
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Les gdnes de classe II B-L sont d6crits dcuis 
Inununogenetics 31:179-187, 1990 et Eur. J. Ixnmvmol, 1993, 
23 :1139-1145. 

5 Le gene 17 . 5 appartient a la superf amille des 

genes codant pour les lectines et le gene 12 . 3 a la 
famille des genes codant pour des proteines liant la 
guanine (guanine nucleotide-binding protein) . Ce gene est 
decrit dans Immunogenetics 39:221-229, 1994. 

10 

Le gene 12.3 est d§crit dans P.N.A.S. USA, vol. 
86, 4594-4598, juin 1989, Genetics. 

Le gene ^B-FIV de classe I est decrit dans 
15 Immunogenetics 31:405-409, 1990. 

^ L' invention vise notamment les molecules 
d'acides nucleiques repondant a ce\ix des enchainements de 
I'un des genes suivants : 

20 

. enchainement du systSme Rfp-Y 

B-FV (figure 1), B-F VI (figure 2) ; 
. enchainement du systeme B, 

8.4 gSnomique (figure 3) ; B-F I (figure 4) ; 
25 C12.1 (figure 5) ; DM (figure 6) ; TAPl (du debut de 
I'exon 2 a 1' extremity 3') (figure 7) ; et TAP2G (figure 
8) , et autres gSnes compris dans la figure 10 et suites 1 
a 35. 

30 L' etude des sequences d'acides nucleiques des 

molecules dSfinies plus haut a permis de ^reperer avec 
precision les blocs -de polymorphismes qui doivent etre 
d6tectes pour etablir un genotypage fiable et precis. 



wo 99/27132 



5 



PCT/FR98/02501 



En comparant les sSguences de ces blocs, 
provenant de differents genes d»un meme haplotype ou d'lin 
meme gene de differents haplotypes, les inventeurs ont 
pris en consideration les enchainements divergents et 
5 elabore, pour chaque gene, des oligonucleotides 
complementaires de ces enchainements divergents. 

On dispose ainsi d' amorces specif igues et 
discriminantes vis-a-vis d'un gene donne du systeme B ou 
10 du systeme Rfp-Y. 

L* invention vise tout specialement les 
molecules d' oligonucleotides correspondant a ces 
enchainements et comprenant une partie de la region 
15 polymorphe des systemes du CMH du poulet ou autres 
oiseaux d'€leva^e. 

On rappelle que la region polymorphe peut etre 
dans le gene ou dans une region apparentee telle que les 
20 regions microsatellitaires ou celle du promoteur. 

Selon un mode de realisation de 1 ■ invention, 
les polymorphismes sont li§s a la fonction des systdmes 
du CMH. 

25 II s'agit ainsi avantageusement de molecules 

correspondant a une partie d'un exon. On citera k titre 
d'exeit^jle des molecules correspondant a I'exon 2 (domaine 
a 1) des genes YF du poulet. Un couple d' amorces 
approprie est constitue par : 

30 

Y-F VI a 1 .: GGCCCCGGGATGCCGCGGTTC 
Y-F VI a 1, R : ATCCGCTCACCGCCCTGG 
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Selon un autre mode de realisation de 
1' invention, les molecules oligonuclSotidiques 

correspondent a xine partie d'une region polymorphe qui 
n'est pas liee a la fonction des systemes du CMH. Des 
5 regions preferees de ce type sont des microsatellites . 

En considerant par exemple, le gene B-FI, des 
molecules d' oligonucleotides utilisables pour constituer 
des couples d' amorces correspondent aux enchainements 
suivants : 

10 B-FI : 5' CCA GCA GTC ACT GCA CAT AT 3« 

B-FI, R : 5' AGG TGG AGT GCG CAA AGT T 3', et 
12.1 : 5« ACA CGC AGC AGA ACT TGG TAA 3' 
12.1 R : 5' GGA AGG AAG ACC TTG GAA 3" 

15 Avec les molecules oligonucleotidiques d^finies 

ci-dessus et celles elaborSes a partir de genes connus, 
raais selon la demarche de 1' invention, on dispose de jevix 
d' amorces hautement specif iques, permettant de determiner 
avec precision I'haplotype de 1* animal a etudier et de 

20 d^tecter s ' il est resistant au developpement de tximeurs 
viro-induites, ou au contraire susceptible d^Stre 
affects. 

L* invention vise done egalement une mSthode de 
25 gSnotypage d'oiseaux d'elevage et notamment du poulet. 

Cette methode est caracterisee en ce qu'elle 

comprend 

1 • amplification d'un echantillon d'acide 
30 nuclSique provenant de 1' animal a etudier 4 I'aide d'un 
ou de plusieurs couples d' amorces capables de s'hybrider 
spScif iquement avec. I'acide nucl6ique d'une region 
polymorphe des systemes Rfp-Y ou B du CMH desdits 
oiseaux. 
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- la detection des produits de PCR obtenus. 

Une simple comparaison des resultats obtenus 
avec un referentiel etabli au prealeible permet de 
5 determiner rapidement 1 • haplotype de 1 ' animal . 

L • echantillon d'acide nucleique est constitue 
en particulier par de I'ADN genomique extrait de materiel 
biologique de 1' animal a etudier ou par ce materiel merae, 
en particulier par du sang de 1» animal. II peut s'agir en 
10 variante d'ADNc, d'ARN ou encore de PNA (polypeptides 
nucleic acids) • 

Les amorces sont elaborees a partir des 
molecules oligonucleotidiques dSfinies ci-dessus et, 

15 d'une maniere generale, de tout gene (et region 
apparentee) codant pour une proteine impliquee dans le 
controle de la resistance ou de la susceptibilite aux 
tumeurs viro-induites chez les oiseaux d'elevage et 
notamment de poulet, en particulier les genes B-L de 

20 classe II, 17.5, 12.3 et B-FIV de classe I. 

II s'agit par exeraple d' amorces de regions 
microsatellitaires perraettant de dStecter des haplotypes 
du complexe B, telles que celles Slabor^es Sl partir du 
gene B-FI, et evoquSes ci-dessus, ou d' amorces permettant 

25 de detector des haplotypes du systeme RFp-Y, et Slabor6es 
IL partir du gene 17.5, comme le couple : 

17.52 : CAG GAT CTG CAC TGG CCA ATA 

30 17.5, Rl : GAA TGG CGG TGC TTC CGT GCC TGG 

La detection des produits de PCR est e£fectu6e 
selon les techniques classiques. Ces techniques 



wo 99/27132 



8 



PCT/FR98/02501 



comprennent le sequengage, 1 "Slectrophorese, les 
hybridations avec analyse SSOP ou SSCP. 

Cette technicjue sera avajitageusement choisie 
5 selon la nature du polymorphisme implique. Ainsi, dans le 
cas de polymorphisme de type microsatellite, on detectera 
avec avantage les produits de PGR selon leur taille en 
ayant recours aux techniques d " filectrophorSse • 

10 Lorsque le polymorphisme ne conceme que 

quelques nucleotides/ voire un seul nucleotide, on aura 
plus specialement recours, aux fins de dif f erenciation 
des haplotypes de produits de PGR, aux techniques 
d ' hybridation (analyse sur membrane a I'aide de sondes 

15 specif iques des sequences d' haplotypes, SSOP ou Sequence 
Specific Oligonucleotide Probe) , de migration 
dif f erentielle des echantillons denatures (SSGP ou Single 
Strand Gonf ormational Polymorphism) , ou de sequengage . De 
mariiere generale, cette demiSre technique est prfiffirSe 

20 compte tenu de la simplicity de sa realisation. 

L' invention foumit ainsi xine technique simple 
et rapide d' Stablissement du profil g6n§tique d'un grand 
nombre d'animaux k fitudier, ce qui permet de determiner 
25 les haplotypes et de selectionner ceiix d'intSrSt en vue 
d^un eievage. 

De plus, chaque type de gene pouvant etre 
discrimine en utilisant des amorces presentant la 
30 specificite requise et son appartenance au systeme B ou 
Rfp-Y pouvant etre eteiblie, il est possible d'effectuer 
des etudes f ondamentales plus completes. 



wo 99/27132 



9 



PCT/FR98/02501 



L' invention vise Sgalement un coffret ou 
trousse pour detecter le gSnotype du poulet ou autre 
oiseau d'elevage selon la methode definie ci-dessus. 

5 Ces coffrets ou trousses sont caracterisSs en 

ce quails comportent las reactifs n^cessaires pour la 
realisation d'au moins une PGR et du test de revelation. 

En particulier, ils comportent les amorces pour 
10 la PGR, un temoin positif de la reaction, ainsi qu'une 
notice d' utilisation* 

Les amorces se pr^sentent sous forme 
lyophilisee ou en solution ou, selon le mode de 
15 detection, sur un support. Le support peut Stre, de 
maniere classique, une plaque multipuits ou se presenter 
sous foinne de puces a ADN. 

L' invention vise en outre un systSme 
20 experimental qui permet d'Studier la resistance au 
dSveloppement tumoral chez le poulet. 

II s'agit de lignees d'animaux qui ont §t6 
triSes genetiquement sur leurs caractSristiques du CMH. 

25 En fonction de ces caractSristiques, les lignfies sont 
soit rSsistantes, soit sensibles vis-^-vis des tumeurs 
induites par des virus, comme le virus de la maladie de 
Marek. Gette selection ggnetique, qui s'est dans un 
premier temps effectuee sur des criteres sSrologiques, a 

30 ete ensuite poursuivie sur la base de 1 ' etude du 
polymorphisme des genes du GMH. II s'agit d»un materiel 
genet ique qui est, parfaitement dSfini d*un point 
moleculaire, et constitue un outil prficieux pour I'fitude 
du polymorphisme des sequences de type microsatellite . Ce 
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materiel, ainsi que le produit du croisement entre 
certaines des lignees entre elles, a ete utilise pour 
d§terminer les sequences microsatellites du CMH qui sont 
polymorphes et pour evaluer si ce polymorphisme peut etre 
correle avec les donnees de typage dejS disponibles pour 
ces lignees. 

D'autres caracteristiques et avsmtages de 
1* invention sont exposes dans les exemples qui suivent, 
dans lesquels il est fait rSffirence a la figure 9 
reprSsentant une photo d'Slectrophor&se de produits de 
PGR illustrant le test de gSnotypage de 1» invention. On 
rappelle que les figures 1 a 8, deja evoquees ci-dessus, 
illustrent les sequences de gSnes selon 1' invention. 

Bxempie ; 

Etude d'haplotypes Rfp-Y du poulet Sl I'aide 
d* amorces microsatellitaires • 

amplification avec le Kit Expand™ High 
Fidelity PGR System 

- Avec les amorces 17.5 Rl/17.52 

ADN genomique : 1 /xg 
Oligos prendre : 0,3 
dNTP z 8 fil 

qsp H2O 5 0 /xl 

On ajoute 5 0 ^1 de Mix 2 en m^langeant. 

Mix 2 : 0,75 /il d« enzyme 

10 1x1 TPlOX avec MgGlj 
qsp H2O SO 111 
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Programme d' amplification : 

30 Cycles 

94<>C 94<»C 65^C 12^C 4^0 
2 i 30 • « 1 • 1 ' *» 



. Avec B-FI/B-FI, R : 

10 

ADN gSnomique : 1 /xg 
Oligos prendre : 0,3 iM 
dNTP z 8 Ml 
gsp H^O 50 111 

15 et aj outer 50 /xl de Mix 2 en mSlangeant* 

Programme d ' amplification : 



3 0 Cycles 

20 

940c 94*»C 60<>C 720C 4<>C 
2' 30'' 1' 1' 



rSvSlation par filectrophorSse sur gel 
25 d' agarose ou par s6quen<?age. 



Le test a ete applique a 9 haplotypes de 

poulet, selectionnes serologiquement pour le complexe B. 

II s'agit des haplotypes B4, B5, B7, B12, B13, B14, B15, 
30 B21 et d'un haplotype inconnu BX. 

Plusieurs individus d'un meme type ont St6 
etudies pour B12 (6 individus) , B13 (3 individus) , B14 (4 
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individus) , B21 (4 individus) et un seul individu pour 
les autres haplotypes. 

La figure 9 doiine une photo d ' electrophorese 
sur gel d • agarose a 1 % des produits de PGR obtenus a 
1' issue de I'etape d' amplification. 

Les pistes 1 et 27 correspondent aux margueurs 
de taille et les pistes (2 i 25) aux produits de PGR des 
haplotypes suivants : piste 2 : B4 ; piste 4 : B5 ; piste 
5 : B7 ; pistes 6 a 11 : B12 ; pistes 12, 13, 14 : B13 ; 
pistes 15, 16, 17, 18 : B14 ; piste 19 : B15 ; pistes 20, 
21, 23, 24 ; B21 ; piste 25 : BX (absence de detection 
pour les pistes 3 et 22) . 

L'examen de cette figure montre que les 
individus qui ont 1 ' haplotype B12 donnent une meme bande 
et sont done bien homogenes. La meme observation 
s» applique aux individus B14. En revanche, avec B21, on 
constate que les profils sont differents, ce qui d&nontre 
1 ' inef f icacite de I'approche serologique. Compte-tenu de 
la position de la beuide de BX, on determine qu'il s'agit 
d'un haplotype B4 • 

L 'application pratique de cette mSthode revient 
k soumettre les individus naturellement resistants au 
protocole dficrit ci-dessus en prenant en compte les deux 
systSmes Rfp-Y et B du CMH et a ne select ionner parmi des 
animaux a tester que ceux dont le profil correspond 
celui des animaux resistants. 

L' invention fournit ainsi les moyens de 
verifier 1 'homogeneite des animaux et d'effectuer des 
selections rigoureuses en prencuit en compte chaq[ue 
syst&me du CMH, et dans ces systdmes les genes 
recherchSs . 
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REVENDICATIONS 

1/ Molecules d'acides nucleiques isolees de 
leur environnement naturel, de genes codant pour des 
5 proteines impliquees dans le controls de la resistance ou 
de la susceptibilite au developpement de tumeurs chez le 
poulet, telles que celles de la maladie de Marek, et de 
regions apparentSes auxdits genes caracterisees en ce 
qu'elles pr^sentent les sequences d'acides nuclfiiques de 

10 genes du systSme B ou du systdme Rfp-Y, correspondant au 
complexe majeur d' histocompatibility des oiseaux 
d'elevage k 1' exception des sequences des g&nes de classe 
II B-L, du gSne 17.5, du g&ne 12,3 et du gene B-FIV de 
classe I, ou sont capables de s'apparier avec I'un des 

15 brins d*un gene capable de coder pour une proteine telle 
que definie ci-dessus dans des conditions faiblement 
stringentes . 

2/ Molecules d'acides nucleiq[ues selon la 
20 revendication 1, caractfirisSes en ce qu'elles repondent k 
l«un des enchalnements suivants : 

. enchainement du systeme Rfp-Y 

B-PV (figure 1), B-FVI (figure 2) ; 
25 . enchainement du systdme B, 

8.4 gSnomique (figure 3) ; B-FI (figure 4) ; 
C121 (figure 5), DM (figure 6), TAPl (du debut de I'exon 
2 a I'extrSmitS 3') (figure 7), et TAP2G (figure 8)* 

30 3/ Molecules d'acides nucleiques selon la 

revendication 1 ou 2, caracterisees en ce qu'elles 
correspondent a une partie des sequences dSfinies dans 
les revendications 1 ou 2, cette partie etant specif ique 
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et discriminante pour un gene donnS des systemes B et 
Rfp-Y. 

4/ Molecules d'acides nucleiques selon la 
5 revendication 3 , caracterisees en ce qu • il s ' agit de 
molecules d' oligonucleotides correspondant a une partie 
de region polymorphe des systemes du complexe majeur 
d'histocompatibilite du poulet. 

10 5/ Molecules d'acides nucleiques selon la 

revendication 4, caractSrisSes en ce qu'il s'agit de 
molecules d •oligonucleotides correspondant a une partie 
d ' exon . 

15 6/ Molecules d'acides nuclSiques selon la 

revendication 4', caracterisees en ce qu'il s'agit de 
molecules d » oligonucleotides correspondant une partie 
de region polymorphe qui n»est pas liee Sl la fonction des 
systemes du CMH, telle que les regions 

20 microsatellitaires . 

7/ Methode de genotypage d'oiseaux d'Slevage et 
notamment du poulet, caract£ris6e en ce qu'elle comprend 

25 - 1 ' amplification d'xin Schantillon d'acide 

nuclSique provenant de 1 * animal a etudier a 1 ' aide d ' vxi 
ou de plusieurs couples d' amorces capables de s'hybrider 
specif iquement avec I'acide nucl^ique d'une region 
polymorphe des systemes Rfp-Y ou B du CMH desdits 

30 oiseaux, 

et 

- la detection des produits de PGR obtenus. 
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8/ MSthode selon la revendication 7, 
caractierisee en ce que les amorces sont elaborSes k 
partir des molecules selon I'une quelconque des 
revendi cat ions 3 a 6, et de tout gene (et region 
5 apparentee) codant pour une proteine impliquee dans le 
controls de la resistance ou de la susceptibilite aux 
tumeurs viro-induites chez les oiseaux d'elevage et 
notarament de poulet, particulierement les genes de classe 
II B-L, 17,5, 12.3 et B-FIV. 

10 

9/ Methode selon la revendication 7 ou 8, 
caracterisee en ce que la detection des produits de PGR 
est effectuee par sequen<?age. 

15 10/ Coffret ou trousse pour le genotypage 

d' oiseaux d'elevages et notarament du poulet, caracteris6 
en ce qu'ils comportent les reactifs necessaires pour la 
realisation d'au moins une PGR et du test de r6v61ation, 
selon la methode de la revendication 8 ou 9, en 

20 particulier les amorces elaborees a partir des molecules 
d'acides nucleiques selon I'vine quelconque des 
revendications 3^6. 
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B-FVI 



GGC CCC GGG ATG CCG CGG TTC 
ATC TAG GAG AGT AAG AGC AGG 
GAG GAG GAG CAC TGG GAG GGG 
GAG TGG TTC CTG AGC AGG CTG 
GGA AGC TGC AGC GCG ATG CGT 
AGC CCC ACT GAG GTG TGG CCA 
GGT GGC ACT GTC TCT GGG CTG 
ATG GCA CTC GCG GTG CCC CAC 
CCT CAG GGT CTC ACA CGA TGC 
GCA TCC GAG GGT ACG ATC AGT 
TGG ACA CGA TGA CGT TCA CCG 
GGG AGA CAG AAG GGA CGT ATG 
TTC AGA ACT TGA GGA GAT ACC 
AGA ATG GGA GGG AGA CGT GGG 
TGC TCA GCC CGG CCC ACA ACA 
GGG GAA GGA GGC CGA TGG GAT 
GCG GCG CAT CGC CAT CAG CTG 
CTG GGG GGG CAT CGT GCC CAA 
TGT GCT GCC GGA GGA TAG GGA 
CCA GCC TGC CCT CTT CTC TTG 
ATT TGG GGG CCG CCC CTT TGT 
CAA CCT • GAT CCC CAT TGA GGC 
TTT GAT TGC ATT 



Figure 2 
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GAC GAC AAA ATC TTC GGT 
GAG ATG CTG CCG CAG GAG 
GGC GGT GAG CGG GAT TTT 
AGT GGA GGT GAG TGT GGG 
GTG CCG AGG GTG TCC GCC 
GCT GGG CCG TCC ATG TGT 
CCA CCC CAC CCC AGC CTC 
CCT ATC ACT CTG ACT GTG 
ACA TCC TGG AGG ACG GCA 
ACT TCC TTG CCT TTG ATA 
AAA TCA CCA AGA GGA GAT 
AGC TGG GGA CTG TCT GCG 
CAG TGA AAA GGA GAG GTG 
CAG GGG CTC AGT GTG GGG 
GCC CGA GGT GCG AGT GTG 
CGC TCA CGG CTT CTA CCC 
CCA GGA CCA GGA GAC CCG 
CAC TTC GGC TGC CAT TGA 
GGA GCA CGC CAG CCT GCC 
GGG ATG TGT GGA GTT GGG 
TCC CCC AGA GCC GCA GCC 
GGT GGT TCT CTT CGT TGC 
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8.4 g^nomique Figure 3 



GGA TCC GGG GTG GGT GGC AGT GGC TGT GTT TAG GTC GGC CTG TGG GGA AAG 
CCG GGT TGT CCC ACC CAT GTC CCC TCT TCC AAC ACT GTT CCT G.AA TGA GTT 
TTC CCT CTC CGA CCC TTT TTT TAA TGG GTT TCA GGG ATT TAA AAT TAA TAT 
TGA CGA AGT GAC GGA GGG GGT GGG GCC ACA GCG GAG CCG AAA GCG AAA GCA 
GCG GAG AGC AAT GGC TGC GGG GCT GCG GCT GCT GCT GGC GGG TGA GAC CCG 
ACC CCC CCC GGC CCC CTC ATG TCC CAC CAC CCA TAT CGC CCC CCC CCC TCC 
TCC TCG CCC CAT GCT GAG CCT CTC CCC CAC CCC CAG GGC TCT GCT GGT CCC 
AAT TTA GGG TGG AAG ACG CCG CCT CCC CTC CGC CCC CCC CCG CTC CGG TGC 
GCT GCG CGC TGC TGG AGG GGG TGG GGC GCG GGG GAG GGC TGC CGG GGG GGG 
GCA ATG CCC GTC CTG CAC TGC TGC GCT TTG GGG GGG ACG CGG AGA CCC CTC 
CCG AAC CCG GCC CGG AGC CCG AAG TCA CCT TCA ATG TCA GCG GTA CGT GGG 
GAC CCC CGT CAC TGT GCT GTG CGC CTC CTT TAT CCC CAC CCC CCT CCA TGT 
CCC CAT CTC CTT TAC TTC CCA CAA TGC TCC CAT CCC CCC CAG AAT GTC CCC 
AGA GTC CCC CAA ACC CCC ATG ACC CCC CCC ACG ACC CCT GGT TCC CAT TAC 
CCT CTC ACG TCC CCC AGT GTC CCC AAG ATT CCC ATT ACT CCC CGT ATC CCC 
ATT ATC CCC AAA ATG TCC CCC AAT GTT CCC ATC ACC CCA ATG TTC CCA AGG 
TCC CTA TCG CTC CTC AAT GTC GCT ATG ATC CCT ATT CCC AAA ATG TCA CCA 
ATG TCC CCA AAA TCC CCA TTA TCT CCC ACC TCT CCA AAG TCC CCA AGA TCC 
CCA TTA CCC CCA ATA TCC TCA TTA CAC CCC AAA TGT CCC CAA TGT CCC CTC 
CAT GTC CCC CAG AGA CCC CAT TAG CCC CAA TAG CTC CCA AAC TGT CCC CAG 
TGT CCC CAT TAA CCC CAA AAT GAC CCC ATT ACG CCC CAC ACC CCT CCC AAC . 
CCC ATG CCCfCA GAC CCC TTC ATC CCT CTC ACT CCT CTC TCC CTC GCA GAC 
CCC TGG GGG ACT CTA GCC CCA CTC GGG TCC CCC CCC GGA CTC CCC CCA GCT 
GCG AAC TGA ACC CCA CGA ACC CCC AGA CCG GCT CTG ACC CAT GGA GCC GCC 
CTC TGC ACC CCG ACG CCC GCA GCC CCC CAA CCG CGG GGG GGC AGT GGT GGG 
TGG CGG CGG TGG GGA CCC CGC AGT ACG GTG TCA CTG CGC TGC TGC AGG GGG 
GGA TGG GCA CAG AAG GAA CCA TCA CTG CCG CCG GTA AGG GGG AAC TTG GGG 
TGT CCC TCC CTG GGT GTC CCC ATG TCC CTA TCT GTC CCC CAG TGT GTC CCC 
ATT TGT CCC CTC CTC TGC ATG TGT CCC AAT GTC TCC ATA CAT CCC ATA ATA 
ACC ATA TGT CCC CAC TCA TCC CCA TAT TCC CCA TGT GTC CCC ATA TCC CCA 
CAC ATC CCA GTG TGC CCC AAC ACA TCC CCA TGT GCC CCC CCC CAT GCA TCA 
CTA CCA TCC CCC TAT CCC CCA AGT GTC CCT GTG TCC CTG CAG TTT CTC CCT 
GTC CTC ATG TGT TCC CAT GTC TCC ATG TCA CTG TGT CCC CGT GTC CCC ACA 
CAT CAC CAT GCC CCC CAC TGC AGC GCC CCC ATG TCC CTT CAC CTC TCC ATG 
TCC CCC AGT GTC CCC TAT CCC CTC ATT GTC CCC ATG CCC CCT CAC CTC CCC 
GTG TCC CCC GTG TCC CTA TGT TCC CCT GGT GTT TCC ATG TCC CCT CAT GCC 
CCC ATG TCC CCT CAT GTC CCC ATA TCC CCC AGT GTC CCC ATG TCC CTT CAC 
CTC CCC ATG TCC CCC AAT ATT CCC ATA TCC CCT CAC CTG CCC ATT TCC CCC 
CGA TGT TCC CAT GTC CCC GCA CCT CCC CAT GTC TTC ACA GTG GCC CTG GCG 
GTG CTC ACC CAC ACC CCG ACC CTC CGG GCC CGT GTG GGG TCC CCC ATC CAC 
CTG CAC TGC GCC TTC GCT GCC CCC CCA TCC TCC TTT GTC CTC GAG TGG CGT 
CAC CAG AAC AGG GGT GCG GGG AGG GTC CTG CTG GCC TAT GAC AGT TCC ACC 
GCC CGC GCC CCC CGC GCC CAC CCC GGG GCC GAA CTG CTG CTG GGG ACA CGG 
GAT GGG GAC GGG GTG ACA GCG GTG ACA CTG CGG CTG GCG CGG CCA TCA CCG 
GGG GAT GAG GGC ACC TAC ATC TGC TCC GTG TTC CTG CCC CAC GGG CAC ACA 
CAG ACA GTG CTG CAG CTC CAC GTC TTT GGT GCG TCC ATG TGG GGC AGG CGG 
TGT TCC TAT GGG GTG TGG GGT TGG GCA GTG TTC CTA CGG AGT GTG TAT GAC 
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AGO GTG GAT GGO ACT GGG TGG TAT TCC TAT GGA GGC TAT AGG GTG GAT GGG 
A^C GGG TGG TAT TCC TAT GAG GAC TAT AGG ATG GGG TGG CAT'fAT CCC ATA 
GTT C AC CTG TAG GTT TAT AGG GGG GGA TGA GCC CTA TAC AGC GTA TGG GCT 
ATA TGG ACC GAT GTC CCC CCA CAT GTC TCC AGA GCC CCC CAA GGT GAC GCT 
GTC CCC GAA GAA CCTGGT GGT GGC CCC GGG GAC GTC AGC AGA GCT ACG CTG 
CCA GTC TGG CTT CTA CCC CTT GGA TGT GAC GGT GAC GTG GCA GCG CCG GGC 
CGG GGG CTC GGG GAC ATC ACA GTC ACC CAG GGA CAC AGT GAT GGA CAG CTG 
GAC TTC AGG TCA CCG CCA GGC AGC CGA TGG AAC CTA CAG CCG GAC GGC GGC 
AGC ACG GCT GAT CCC CGC ACG CCC CCA ACA CCA CGG GGA CAT CTA CAG CTG 
CGT TGT CAC CCA CAC TGC ACT GGC CAA ACC AAT GCG TGT CTC CGT CCG ACT 
GCT CCT GGC TGG TGA GGG GGG ATG TGG GGA TAT TGG AAA CAC GTG GAG GTA 
TTG GGA TGC TGG GAC CAT GGT TAG GAG GGT CTG AGG GAC ATC AGG ACC ATG 
GCC TGG GAC AAT GGG AGA TCA TGG ATT TGG GTT GGG GAC CCC ACC CAG GAT 
GGT GAC ACT GTG CTT AGG GCT GTC GTT GTC CCC ACA GGC ACC GAG GGA CCG 
CAC CTG GAG GAC ATC ACG GGG CTC TTC TTG GTG GCC TTT GTC CTC TGT GGC 
CTC ATC CGT TGG CTC TAC CCT AAA GGT GAG TGC TGT TCC CAC ATC CCA GTG 
CCC CCA CAT CCT CAC ACC CCA ATA TCC CAA TGG CCC ATG TCC CCA TGA GCA 
ATG TCA CTA TGT CCC AAT ATC CTA ATG ATG CTG TGT ACC CAT GTG TCC CCA 
TGT CCC TAT TCC ACT CAC TCT TTC TCT CCC CTC AGC TGC ACG ACC CAA AGA 
GGA AAC CAA dGT AAC ATT CCT CCC CAA AAA CCC CAA ATC CCC CAA AAC ACC 
TCC AAG CAC CCC AAA ACT CAC CAT TCT CAT TCC CCC CCC CCC CCC CCC CCC 
CCC CAT GCC TTG CAG AAA TCG CAG TGA CCT CCA CTC CAG CTC TCA GCA CCT 
CAG CTC CAG ATA AAG AGT TTT TCA CCC CAA AGT TAT ATA TGT GTG GTG GTG 
TCC CCA CAG ATC TGG GTG CAG AGG GGG GAG AAA TGG GGG CAA ACT GGO AGC 
AGT GGG AGC AGT GGG AGG AAG TCC TGG GTT GGT GAG GCA GAT GAG TGG CAC 
CTG GGG ACA TCT GGG TGC CAT CCC TTG TGG ACA TCT GGG TGA CAC TGC ATT 
GCC TTG GGT GAC ATT GGG ATC CTC AGG TCA CTG CAG 
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Figure 4 



GT CGACGGGAT CTGGATAGGT CGT CAGT CAT CCTAATTAAGGAGGGACAACAGTGAATGGG 
GAGGAG CCGATGACT CAGG CTGGGAGTGGTGAT CCCAGAGGTTT CCT CTG CTGT CAGTGAC 
T CCGTG CTTT CG -CTTT CG CTT CAOyVCCXasLGGGAG CG CATT CT^ 

GT CTlCATAAACCCCCGACTG CCATTGG CGGAGAGG CGACGGAGGAG COIATGGGGG CG CGG 
GG CGGGG CGGAGGAGTAGGAAAAG CTGAAGGACGTG CG CTGGGTG CGG CGGACTTGAGAGT 
G CAG CGGTGTGAGG CGATGGGG CCGTG CGGGG CG CTGGG CCTGGGG CTG CTG CT CG CCG CC 
G TGTG CGGGG CGG CGG CCGGTGAGTG CGG CCGGACCGGGACCCCT CCCCG CCTGTAACCCC 
ACCCCGGGCTGTGCCCGTGGGATCCTCAGACCCCCACCCGCGGCTCACGGCCTCGCTGCCG 
T CCG CCCCCG CAGAG CT CCATT CCCTG CGGTACGT CCATACGG CGATGACGGAT CCCGG CC 
CCGGG CTG CCGTGGTT CGTGGACGTGGGGTACGTGGACGGGGAACT CTT CGTG CACTACAA 
CAG CACCG CG CGa=LGGTACGTG CCCCG CACCGAGTGGATGG CGG CCRACACGGACCAG CAG 
TACTGGGATGGACAGACG CAGAT CGGACAGGG CAATGAG CGGAGTGTGGAAGTGAG CTTGA 
A CACACTG CAGGAACGATACAACCAGACCGG CGGTGAG CACGG CCGGGG CCG CGG CT CCGT 
GGGTGTGGGATGGG CT CCATGG CG CAGTG CCG CCCACACCCCCCAGG CCTGG CCCTG CCCG 
G CGG CACCGT CCCGGGG CTG CCCGT CACAG CCCCACCG CG CT CGGGGTG CCG CGT CCCGGG 
GGGACCCCAACCCAT CCCCG CTG CAGTGGGAG CCCGGAG CCGGAGGGG CCCCT CACCCCCT 
G CCCGG CTGTGTTT CAGGGT CT CRAACGGTG CAG CTGATGTACGG CTGTGACAT CCT OGAG 
GATGG CACCAT CCGGGGGTATCAT CAGACAG CCTACGATGGGAGAGACTT CATTGCCTTOG 
ACAAAGG CACGATGACGT T GACTG CGG CAGTT CCAGAGG CAGGTT CCCACCAAGAGGAAAT 
GGGAGGAAGGAGGTGTTG CTGAGAGGTGGAAGAGTTACCTGGAGGAAACCTG CGTGGAGGG 
G CTG CGGAGATATGTGGAATACGGGAAGG CTGAG CTGGG CAGGAGAGGTGAG CGGGGT CGG 
GGTGGGGGGGGGGGGGGG CGGACG CAGTGTGGGGT CGGACGTGGGGCGGGGGCT CAT CGTG 
GGGPlG CT. CAG CCCGG CCCT CACTG CCG CCCACCCACAGAGCGG CCTGAGGTG CGAGTGTGG 
GGGAAGGAGG CTGACGGGAT CCTGACCTTGT CCIGCCG CG CT CACGG CTT CTACCCG CGG C 
CCAT CG CCGT CAG CTGG CTGAAGGA CGG CG CGGTG CGGGG CCAGGACG CCCAGT CGGGGGG 
CAT CGTG CCCAACGG CGACGG CACCTACCACACCTGGGT CACCAT CGATGCG CAG CCGGGG 
GACGGGGACAAGTACCAGTG CCG CGTGGAG CACG CCAG CCTG CCCCAG CCCGG CCT CTACT 
CGTGGGGTGAGTGAGGGGATGTGGGG CTGGGGGG CTG CGGG CTG CCCCTT C CCCTG CTGAT 
GG CCCCG CT CT CCCCCAGAG CCG CCACAG CCCAACCTGGTG CCCAT CGTGG CGGGGGTGG C 
CGT CG CCATTGTGGCCAT CG CCAT CGTGGTTGGTGTTGGATT CAT CAT CTACAGACGCCAC 
G CAGGTAAAAG CAGAGGGGTG CAGG CGGG CAGTGGGGG CTGTAGGGGGAT CTGGGT CCCCC 
CTTGGGAG CCCCCAACCTGG CTGTGATGTGAACCTGTGATGAAG CAT CT CT CTGT CTGCAG 
GGAAGAAGGGGAAGGG CTACSlACAT CG CG CCCGGTGAGTGATGAGGG CAG CG CTGT CCCCC 
ACCT CTGCCCAGTG CCAGGGTGGT CCTGGGGT CCCTG CTTT CT CCCAAGGTACCCATT CCT 
GGTG CTTGGGG CTG CT CCATG CCCCATAGGGAG CACAGGGCTGGAT CT CACAG CTGTT CCT 
CCCTTATAGACAGGGAAGGTGGAT CCAG CAG CT CGAG CACAGGTG CGGTGTGGGGCTGTGG 
GTTGGGAGGGGT CCGTGTG CT CT CTGTGGTACTG CCCAGGG CTGGG CTATG CTGGGG CT CT 
G CGGGGAGACCCCCGGAG CAGAGGGTTGGGATGTGAACCTGG CCCCGTGGGACAT CAT CCC 
TT CT CAT CCCACAGGGAGCAACCCCG CCAT CTGAGTG CTGTG CTT CAG CCTG CAAGGAGCC 
AACAGT CCA CACCAG CATTTGGGGT CGGTGATGGA CACAG CCCCAT CCT CCTGACCT CTCA 
CAT CT CATT CTG CTT CCTATG CTGACTGTTATG CTTTG CCTGCACTG CTT CCTGTGAAATA 
AAATGATGGG CCATT CTGTG CT C^G CTTG CCTG CATT CTG CA CAGTG CTGTGGTTGGGGAT 
GGGGTGGGTG-^.GAGGACCGTGTCCAGTTTGGCTGCTCAGGGTGCAGATGTGGCCCTGTGCT 
GAGTACCCACTG CCCT CCCCCCCTAT CTG CCTG CTG CT CACT CCCCCT CCTGTACCCCCAT 
CCCTT CT CACCT CT CCT CTGTGAACCCCATG CTGGTGGTTG CTTG CT CCCTGT CCTGG CAG 
AACT CT CATTTT CCCAATGG CAT CCCTGGGTGTTGGGATGTGGT CT CCTTGGT CCT CCCCC 
C=lGCAGTCACTGCACATATCCCCCCCA.CTTCCCCCCTAGGTTGTTGTCCCACAGCACTCCT 
ATTT CCCT CT CCCCCCCCCCCCCCCCCCCCCCGCCCAT CCA.G CTG CCT CTG CAAT CCT CAC 
CCTTG CCCAC?.Ca.CAA.CTTTG CG CA.CT CCACCT CCCT CKT CCCGCCCTT CCCCCA.G CT CTC 
CTGT CCCTG CTGG CCCCCCT CCCCCCCCCCC^.TTGTACCCTACACCCAAATAASlTATGTTT 
GTT CTG CTG CCCT Cr^r^^^ SiT^fEA^ii&ift^^ kE6^^ 
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T CCG CT CTT Gi.CC«rrGGGGGGAa.GGGG CT CTGCGCGT CCCT C-.TT CT CCCTG CA.CTT CTTA 
C?.G Ca CCGGGACT CCCG CG CTGAGAT CCCAT G^CACCCGGGT.-,'C?_=Ji CATG CGG CTTTATT 
CCCAGTT CTGTGT CCCKCCCCCGGCCCIGGTGG CACT CAGTGG CA.CCGCAGT CCATG CAGT 
GGCCXJTTGTGTGTCGTACAGCAGCGGTACC 



FEUILLE DE REMPLACEMENT (REGLE 26) 
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12. I Figure 5 

ATATATGAGT.A.A.\CTTGGTCTGACAGTTACCAATGCTTAATCAGTGAGGC 

ACCTATCTCAGCGATCTGTCTATTTCGTTCATCCCATAGTTGCCTGCAAC 

TCCCCGTCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTGGCCCC 

AGTGCTGCAATGATACCGCGAAGACCCACGCTCACCGGCTCCAGATTTAT 

CAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCA 

ACTTTATCCGCCTCCATCCAGTCTATTAATTGTTGCCGGGAAGCTAGAGT 

AAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTGCAG 

GCATCGTGGTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTCCGOT 

TCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGC 

GGTTAGCTCCTTCGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGCCGCAG 

TGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATG 

CCATCCGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGTCATT 

CTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAACAC 

GGGATAATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATCATTGGA 

AAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATC 

CAGTTCGATGTAACCCACTCGTGCACCCAACTGATCTTCAGCATdTTTA 

CTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCCGCA 

AAAAAGGGAATAAGGGGGACACGGAAATGTTGAATACTCATACTCTTCCT 

TTTTCAATATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGAT 

ACATATTTGAATGTATTTAGAAAAATAAACAAAtAGGGGTTCCGCGCACA 

TTTCCCCGAAAAGTGCCACCTGACGTCTAAGAAACCATTATTATCATGAC 

ATTAACCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTTCAAGAAT 

TCCCGCCGGTAGCGCGCGCGCACCAGCCGGCATCGCACCCGAGCACCAGC 

TCCCCGGTCGTCCAGATGCCCACGGGCCACGTCGAGGCCGACGGGGAGAA 

ATACACGTACCTACCTGGGGATCTCAACAGGCCCCGGGTGGCCAACCAGG 

TCGTGGACGCGTTGTGCAGGTGCGTGATGTCCAGCTCCGTCGTCGGGTGC 

CGCCGGGCCCCAACCGGCGGTCGGGGGGGCGGTGTATCACGCGGCCCGCT 

CGGGTGGCTCGCCGTCGCCACGTTGTCTCCCCGCGGGAACGTCAGGGCCT 

CGGGGTCAGGGACGGCCGAAAACGTTACCCAGGCCCGGGAACGCAGCAAC 

ACGGAGGCGGCTGGATTGTGCAAGAGACCCTTAAGGGGGGCGACCGAGGG 

GGGAGGCTGGGCGGTCGGCTCGACCGTGGTGGGGGCGGGCAGGCTCGCGT 

TCGGGGGCCGGCCGAGCAGGTAGGTCTTCGGGATGTAAAGCAGCTGGCCG 

GGGTCCCGCGGAAACTCGGCCGTGGTGACCAATACAAAACAAAAGCGCTC 

CTCGTACCAGCGAAGAAGGGGCAGAGA TGCCGT AGTCAGGTTTAGTTCGT 

CCGGCGGCGCCAGAAATCCGCGCGGTGGi 1 1 1 1 GGGGGTCGGGGGTGTTT 

GGCAGCCACAGACGCCCGGTGTTCGTGTCGCGCCAGTACATGCGGTCCAT 

GCCCAGGCCATCCAAAAACCATGGGTCTGTCTGCTCAGTCCAGTCGTGGA 

CCTGACCCCACGCAACGCCCAAAATAATAACCCCCACGAACCATAAACCA 

TTCCCCATGGGGGACCCCGTCCCTAACCCACGGGGCCCGTGGCTATGGCA 

GGGCTTGCCGCCCCGACGTTGGCTGCGAGCCCTGGGCCTTCACCCGAACT 

TGGGGGGTGGGGTGGGGAAAAGGAAGAAACGCGGGCGTATTGGCCCCAAT 

GGGGTCTCGGTGGGGTATCGACAGAGTGCCAGCCCTGGGACCGAACCCCG 

CGTTTATGAACA.AACGACCCA.ACACCGTGCGTTTTATTCTGTCTTTTTAT 

TGCCGTCATAGCGCGGGTTCCTTCCGGTATTGTCTCCTTCCGTGTTTCAG 

TTAGCCTCCCCCATCTCCCGGGGTGGGCGAAGA,ACTCCAGCATGAGATCC 

CCGCGCTGGAGGATCATCCAGCCGGCGTCCCGGAA.A.ACGATTCCGAAGCC 

CAACCTTTCATAGA.AGGCGGCGGTGGA.ATCGAAATCTCGTGATGGCAGGT 

TGGGCGTCGCTTGGTCGGTCATTTCGA.ACCCCAGAGTCCCGCTCAGAAGA 

ACTCGTC.A.AG.^AGGCpgAj^A^Af ^^^^g^g^T (REGLE 26) 
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TGGOGTCCTCTTTGGTCTGATGGAGAGAGGTTGGCACCAGGGTA.A.GTCGC 
TGCCTACATCACCACTGGTGTTTTGTCTCAGCAGCTGGTGTA.AATTTCTG 
CCATCTGGGCTATTTCTGTAG.^AAGCAAAGAAGCTCTGCTGGTGGGCAGC 
TCATCTCCCAGTGTGAA.WlGCA.AAATGCAACGCATGCACCCTGCTATCC 

atgtggbccyakccctctccatcagctgttgaaggagaaatctgcactca 

gaagagattgaattgggctcagatctggcttgggaagatgatgattccaa 

ccagagtccaggagactttggggaatgcatgaatcctataggaaaatgga 

taacccttcatccaagagcaagctggcatgatgctctggggtgaaaaccc 

ataatgccacctggttttaaggtttggggtggcttacaatgtgcagctct 

gcttccggcgaggcactgggagccctaaacccatggagaggtcaaaccag 

tgctggaggtcattgtgggcccagctgcaatgggaggtaggcaattatgg 

acatcgctgaagccaccccacgctctggggaacttgggttttcacctttc 

actgcactttaatgggatttctcatcaatgt ctgc atgttcttggccacc 

tgtttaaaaatataataataataattaaatcttttgccccactgcgggat 

GAGCAGCTGGTGGTTCCCAGCTCACAATAAACCACACTTGAGACTCCCTG 

gagaattcgctttctttttgcagctggttccatgtkgggsykttcagccc 

ctctgcagctcataggc'i 11 ic i rcacag cctc tgctccacctattgctg 

aaaagggggaaatttgagatggatcccattttgtgaacatctcccmacct 

gtgggtaatgcrcagacctctcagccctgtgggtttaatttctctttctg 

cagcttaatgggttggggatgttcattactgcaataattagtgatgggat 

aggggaggcaggagaggatcccgtcgaccgatgcccttgagagccttcaa 

cccagtcagctgcttccggtgggcgcggggcatgactatcgtcgccgcac 

ttatgactgtcttctttatcatgcaactcgtaggacaggtgccggcagcg 

ctctgggtcattttcggcgaggaccgctttcgctggagcgcgacgatgat 

CGGCCTGTCGCrTGCGGTATTCGGAATCTTGCACGCCCTCGCTCAAGCCT 

tcgtcactggtcccgccaccaaacgtttcggcgagaagcaggccattatc 

GCCGGCATGGCGGCCGACGCGCTGGGCTACGTCTTGCTGGCGTTCGCGAC 

gcgaggctggatggccttccccattatgatcttctcgcttccggcggcat 

cgggatgcccgcgttgcaggccatgctgtccaggcaggtagatgacgacc 

atcagggacagcttcaaggatcgctcgcggctcttaccagcctaacttcg 

atcattggaccgctgatcgtcacggcgatttatgccgcctcggcgagcac 

atggaacgggttggcatggattgtaggcgccgccctataccttgtctgcc 

TCCCCGCGTTGCGTCGCGGTGCATGGAGCCGGGCCACCTCGACCTGAATG 

gaagccggcggcacctcgctaacggattcaccactccaagaattggagcc 

AATCAATTCTTGCGGAGAACTGTGAATGCGCAAACCAACCCTTGGCAGAA 

catatccatcgcgtccgccatctccagcagccgcacgcggcgcatctcgg 

gccgcgttgctggcgtttttccataggctccgcccccctgacgagcatca 

caaaaatcgacgctcaagtcagaggtggcgaaacccgacaggactataaa 

gataccaggcgtttccccctggaagctccctcgtgcgctctcctgttccg 

accctgccgcttaccggatacctgtccgcctttctcccttcgggaagcgt 

ggcgctttctcatagctcacgctgtaggtatctcagttcggtgtaggtcg 

ttcgctccaagctgggctgtgtgcacgaaccccccgttcagcccgaccgc 

tgcgccttatccggtaactatcgtcttgagtccaacccggtaagacacga 

cttatcgccactggcagcagccactggtaacaggattagcagagcgaggt 

atgtaggcggtgctacagagttcttgaagtggtggcctaactacggctac 

actagaaggacagtatttggtatctgcgctctgctgaagccagttacctt 

cggaa.aaagagttggtagctcttgatccggca.a.a.caaa.ccaccgctggta 

gcggtggtttttttgtttgcaagcagcagattacgcgcagaaaaaaagga 

tctcaaga\gatcctttgatcttttctacgggotctg.ac^ 

CGAA\.ACTCACGTT.AA»^^^ycf'#^5IIW:'WSA!l5 

TCACCTAGATCCTTTT.AAATT.AAA.A.ATGAAGTTTT.A.A.-»lTC.A.ATCT.A^A.GT 
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CCATA.^TATGCCATTAG.A.\GTAACACATCCATCA.\T GATA TATCCATAGA 

ATACAAGAG.AACGGTCTACATTTACTTCAGATCCCATTTTCAGGTT.AACC 

ATGAAA.AAA.ATACCCAAAGACTGAATGTCACCATTCAGGGATCCCGTGTG 

TAAAATCATGACTTCTGCTTTAATTATAAGAAAAATG.AAATTCACTGTTT 

TTATTCTCTTTTAAGATGAACTCTCAACAGAAGTTGGT GAGTA TTTTTCT 

GCCCTCCAGCA.AAACCAAAGCATGCAGTTTGCAGTCTGTrTTGGATATAT 

ATTGTACGTGGATATATAACCTGTATGTTATAACACCTCTGGTTTCCTTT 

TCTCCTTCTTTTCCTCAGAAAAACGAGAGAGAAGAATTGGTGAGTATCAA 

ACTTCCCCCCAG.AAGTGGACTTTGGTGTGTT GGGAAG ATCCATACCACAA 

CGTTGGTGCCAAACTTAATGGAAATCCTTTGTTTTTTCCTTATGTTTTCA 

GATGAACTCACTGCAGAGCTCGGTAAGTCGTGATTATAACTCATAACGAG 

TTATAATGCTATTGTTATATATAATATACATATTATATATTGTTGCTATA 

ATTCATAATAGAGCAAACAATCACAAGGCACAGAAATATGGGTrTGCTTT 

GAGAGCCAAACCTTAGGAAGTGATAACACAATGGGAAGAGGACAATGACC 

ATTTCTGTTGTTCCTCTTTTCAGAGCACTAC AAGG CAAAAG CAAG TGAGT 

GTCTCCTTCCTCATCTTCAGCACGTGAGAGATTTTGGGGGCTTTTGGGAC 

GGCTATGGGGATTTACACATAATAAAACAGAAGATGAGAAGACAGTTTGT 

TAACTTGAATTCAAACTGGTTTGAAATTGGTGAAATTACAGTATAAATAA 

TCTCCCCAGTACCCAATTATACAATGGGATTAATTACAGCCTGCCCAGGA 

AAGGAGCACTGAATTTTTTCCTGCGTCCA TCCAGCA TGAAGTCCATCAGA 

CTTAAGCTTACAGCTTAAAGAATGGTrCATTrTTTTCATTTAACCCCCTC 

GTAAGTTAAAAGATGGACTTCAGCATCACAGAAGTAGCCCAGAAATAGTC 

AAAAAATGGGTCATGAATTTCCAGAGCACCCCCC CACACTrrCCTTGGT G 

AATAGGAAAACAAATATTAAAACTAATTAATT GGTI I i 1 1 1 i i'CTTTTTA 

GGAAGATGTTTTGAGGAACACAGTAAGTGCCCTTTTCTCCCTTCTTTAAG 

CATCACTTTtCACTTTAAGTCTGCATCACAGTTAATAATCCATCTCCTTA 

TTATGCATTTTTAGGGAGAGGCGAAGAAAAGTTGGGTAAGTCATTTGGTT 

AATTGGGTTTCTGCTTGCAGACCCCATCCAGGAGCTCATGTCCTCCTCTT 

AGTGTCTGCACTGTAGAAATATCCAGGTTAGACGTGTAGGTAGGAAATAC 

TGGACCTGCGTGGAGGTATTGCAGACCCCATTTATGTGTAGGGGAAGCAG 

AACATCAAACTATTGAGCCTTGAGCTCCACGAAGACAAGCCACCCTCTTA 

GATTTCAAGCGAAGTCGAGCTGAATAGATTTAATTCTTTCTTTCCCATAG 

TAAATGTGACTCTGGACCCAGAGACGGCCCACCCTCGCCTCGTCCTCTCC 

AAGGACCAGAAGAGCGTCCGATGGGAATACAGCCTGCAGGAATCCCCCGA 

CGGCCCCGAGCGCTTCGACGCCGATCCCTGCGTGCTGGGTTGTGAAACCT 

TCACCTCTGGGAGGCACTGCTGGGTGGTGGATCTCACAGAAGGGCAGTAC 

TGCGCCGTTGGGGTCAGCAGGGAGTCCCTGCCCAGGAAAGGAGCCGTCAG 

CTTTAACCCTGATGAAGGCATCTGGGCTGTGCAGCAATGGGGGTTCAAGA 

ACAGAGCCCTCACCTCCCCTCCGACCCCACTGAACCTTCCACGGG TTCCC 

AAAAAGATCCGCATCTCTCTGGACTACGAATGGGGCGAGGTGGCGTTTTT 

TGATGTGGAGAACCAAATGCCCATCTTCACTTTTCCTCTGACCTCCTTTG 

GTGGGGAGCGGCTCCGGCCGTGGTTCTGGGTGGAGCTGGGCTCCCTCTCA 

CTGCCCAGATAACCCCGGAATCCCTGGAGGTGCTGTGGAGGTGCCTTACA 

GCAGCTCTTCCAGACCGGGGTGGAAAAACTCTCAGGAAAAGCAGCATTAA 

AACCTCATTCTCCCTCTTCCCAGTCAACCATTGTCATGCAAAAGAAAGGA 

AACCCATCCTCAATGTCATCAGCATCCTCCGTGTGTCATGTCTGGTGGCC 

CCCATTGATGTATGGGGTGGCTCCTGTTGGTGTCTGGTGCCCCCTATTGA 

CGTATGAGGTGGCCCCCATTGACGTGAGGTGGCCCCCATTGACGTGAGGT 

GGCCCCTATTGACATATGGGGTGGCTCCTGTTGATGTCTGGTGCCCCCCA 

TTGACATGAGGTGGT€OnXBm«BB(H?GiSCeWfffitP<H$iiE.^$:CAATGCCW 

CNrt'GATTGCAGTTCC.A.-\ACTCTAGGGACGTT.AA.ACGACCCACAGAGAGGA 
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AATCACCTCA.iuA.ATGAGCCTGA.^TGTTTGCACTGAGGACTGAGCACAGCT 

GGGCACTAATTCATCTTTATTTCTCTCTTATTTACAGAGG.^ACGCGATCT 

GAAAATCAGT.AA.GTGCTGCCCCAAAGCCATAGGGCTATGCTGGGCTTCAT 

CCCCACAACATGAATTTTATAAATTAAATAAATAA.ATA.AATAAATAATTT 

TATATTTTATGTATTTGATATTAGCAGTATTTAAAA.A.A.AAGAATAAAATA 

ACTCAAGAATCTTAGGATCAATAGTA ACACA ATGATGC.A.ACGTGGATACA 

AAAGCAGTAATTCCTATTTCTTTGGGTnTTATCCTTCCAGGGGAACACG 

AAGCAGAGATACGTGAGTGTTATTTTATATACTCTATAA TGGAAAA CTTT 

TTTCTCTGTAATATAAAAATAGGCTTTATTATTKGAGGGGTTTTTTGGCT 

TAACGCAAATGCGAAGTGCTTGAAATTCTACGTATGAAATAGAGGATTTC 

CCATAGAGAAAAACAGCAATTTGGGGCTGGAATAA.AAGTTTCATTTCCTT 

GCTGAAAAGTGAATGAAAAGGGGGGGAAAAGAACATAAAAATTGAGTTTT 

TTCCCTCATTAATCTGTCATGAAATGGGTTGGGTTCCTG.AATGGTGATGT 

CAACACCTCGTTTTGGGTTCAGCCCAACATAATATGTGTCTGTCC TTTAT 

TTCTGTATCACTGGTGTTAAAGAGAGCTG TTTTGAA CTAATATCTCTTTT 

TTAATTAC l 1 i 1 i C i ' ill ' i CTTTTTCTTTCCTTTTTTCTCCCGTTTCTCT 

CTGTTTTGCTTTAAGGGCGCCTCACTGAGCTGCTCGGTAA GTGCA TTTCC 

TTCCTTGCATCTGTSAAWMCAGCWATAACCVHAGGYCCTATnTGGGGGG 

GAAGGAGGGGATAAAACACAATAATGATGAAAT CAGTG CT TTGG AAAGGG 

TGCAATTATTATTTCTCCTgCAAATGAATACTT CCi 1 i i'CCCTTTTGTTT 

GCAGAGGACCGCGATTCCGATGTCCGTAAGTCCi i 1 1 GTTTGTCCCGGAG 

CTGTGAATCCTCCAATGGGAAATGCAGAATTTCAGAGTCTGCCCCAAAAA 

TGACCTTTTTGAGGCTACAAGGGATGGGAAAATAAGGAGAAATGTCCTTA 

TTTATTGATCTCCTTGTTTATGTGCAAAACTGGGTGACTCTTCTCTGCCG 

AACACGTTAGAAATAAGAACACAAAATGGGAGGAAATGGTATTTATTCAT 

ATCTGTTGTTTTTCTGTTTAATTTTTAGGAGAACAGGACATCCTCATTAG 

TAAGTGGCACTTTGGATTGATAAGAAATGCAGCTCCTGGGGACGTTTGGG 

TGCTGCGATTGCTGGCACTGCTGGGGCTTTGTGTTGTGGTGGAAGTGGAA 

TTACTTCAAAAGAAGAGAAGAATGGAATTATCTGGAGAAAAAGGGGAATA 

AATGGAACTGTTTGGGAAAAGAAGGAGGAATAGAATGGAAATATTGGGGA 

AAAAAGTGAAATAGAATGGAATTATTTCAAAAAAAATGGAATGAAATTTA 

GGOAGGGGGAAGGGGAAGTGGAATGOAATTATTTGGGGGAGAAA AAGGG G 

AAAATTGAATGACTGGGGGGGGAATGGGGAAATAGGATGGGAKTWTTTTA 

AAAATACAGAATTGTGAAGGTTTCAGCCCATCTCAGAGAGTTTGGTATCC 

TCGAGTTCCCCCTTTGCAACCCATTGAGCATCCTTGGGATGACACCAAAT 

TCTGTTTTCTCCTTTTCAAGGGAAACTGTCAGAAGAG CTCGG TGAGTTAT 

TTCCACTTCTTACATACAAAACTGATTCTGGATAATCCTTTTGTGTGTTT 

TCCTGCTTTGCCTCTTTGTGTTTTAAGAGGCAACTGCAGAAGGAATGGCA 

CAAAGGGTGCAGAGGATCTTTGGGATAAATAACAGGGAAAACAGGGATGG 

GATAGCAATGAGTTGGTGCAATAATCTATGGCACAAAAGGTGACGGCGTG 

TTTCACATTTTGCTTTTTCTCTTCCTTTTAGAGGAATTAAGGGGTCGGGA 

AGTTGGTAAGTGAGATTCCTTTCCCTCTTCTCCCCAAA.AGGATAAGGGGT 

AATTTGGATTCTGATCTCTTTTTCTCCCTTTTTGTTCCTAGAGGAGAGTG 

TTCTGGAGAGGGGTGAGTATCATTCTCTTTCTACTGCTGCTTTTGACTGA 

AGGA.^TCCCCCATA.AGCATGCTGGTGGGATGGGA.ATTCTACAT CTGATA C 

ACAATTATTATCATTTCTTCATTTTTTATACACAGAAATAGATAATTTTT 

TTCCTTTCTTTTCTCTTTTCCCCCTTTTTTAGAGGAACATGATGCCAGAA 

TTGGTACGTGTCCATCTCCCCCTGCTTTTGTGGTGTCTTCA.AGAAGGCCA 

ATGGGGTCATTTGGGATTGTTTGGGTTGAGGATTGGGTTCTTGATTGAAT 

TTGGGGGAGGATTC.*€aii:QE:DE.-REMeE/feei«^TC(fte6ireeg>ATCTCATGT 

TTTCCTATGGGCTTGGATCCTTCTGTTGGATACCT.AAG.AATACCTGA.A.AT 
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TCCTGGGGGC.\.\GAGGGCACCGCCGTGTAAA.AAAVVACATATATTTAACCA 

TTTTTCCTTCTTTTTTTCCCATTTAGGGGACCGTGACTC.AA.AGCTCCGTG 

AGTGCCACTCTCCTCCTGATTAAAATCTGAGTGA AGATG TGGATTTTCCT 

CAGTGTGCTCCTACAATCTCACTTTTTCAGCACAGTTTTCCCCAAANTTT 

GTGTTTCTCCACCCAACCCCTTACACTGATCCTAAAT GGGTG TATTGCCT 

GAATCAGTGGTTTTCTTCCCTA'i i 1 1 NGATC TATC CNGTriTATTCC AGT 

ATATGTTTTTATGACATAATTTTATGACATATTTTGTTGTATGATGCCCA 

TAGACCTTATTACCATTGCCTGCCCCTGTGTGGATCAGAAAATATATTTA 

ATATAAAACAGATATCTCTACTGAC AGTGA TT TCTGAT GCACCCATGAAG 

GAAAAGGATTTAAAATAAACTTTAATTTTTCCCTTTTTAGGCAAACTGAC 

AGCAGAACTCGGTAAGSACMTBCKYCKTCSYCATTCCCATAAAACAAATGA 

AATTATGGATGGATGGATGGAAATTAACCAGTT AGTAG AGGT CAGCT TTG 

CTCTAGGACGGTCTGAAAAGTGACCAAAATCTGCTTTTACTCATTTTTCT 

TCTTAl ill 1 1 1 GTAGCAAAGTGCGATGC AACG ATCAGTAAGTGCTGCTG 

CATGTGGGGGTACCTCCATCTTCGGGTCATTTTCTGCTGTTTCAGCATTG 

AAAGGACATCAGAATTCCTTAAATCCAACAAAATTGGGGTCACTCGAAAG 

GAAATCTTTGCAGATATGGGGGAAATCAGAGCCAA.ATTTTGAGGGGGGGA 

GGGAAAATCTCAGGGGTGTTTCAGAAATCCAATGGGATCTGATGGTATTT 

TCTGCTCTCAGGACTGTTTACAGTGGAACTCGGTGAGTCCGTTTCCTTTT 

T G 'l 1 1 n 1 1 1 11 CTAATTATTATTTATTAGTAGTATTATAAATCAATATT 

ACTGTTGCTTATACATATTGTTGTACATTATATACATAATACATACATTA 

TATACAGTATATAGTATACAGTAGTATATAATATTATGTATTATATATAT 

ATAATGTATTATAATAATGTCATATCTAATATATGTCTGTATTAGATATA 

ATGCATAtATATTATTGTACTACAGTCATATTATAATACATTTACTTATA 

TCTGCC Il 1 i i CCACACGTTTCATTGACCTGATTAAAAACTAAATCCTAA 

AGGCAGAAGAAGATGAAAACCCCCAAATTAACACCAAATAATTGCAGCTA 

TAGATCATATCTATCAAAAGCAAATTTGCCTTCAGTCCACATCACGAAAT 

TAACAATAGAAAGGTTTAAATTTGGAACGTACAAACAATGACAAATAACC 

CCCAATGGCTTTTCTCTTCTTGCAGGAGAGCGTCACACCAAAATAGGTAC 

GTGAGGTGTTTGCTACCTTCGTTTGGAAGGAAGAAATTGCATTAATAAAA 

CCTCTGTCCAATATGAAGCCGGGGTCAAATTACTCATAAATCACCACTGA 

TTGTCCATGAATTAACAGGGAAAAAAAAGGCTAAACTTGAAAATAACATT 

TTTTTCATCTCTCTTTTAAGGGGAACTCACTGCAGAAGTTGGTAAGTCTC 

TTTCCCATCAGTTTAAGCAAAAATGGTTCATCAGATATATAATAATCCCT 

TATTTCTGCTTGTTTTTAGGGGACTACAACAGGA AACTTC GTAAGTGCCT 

TTAACTTCTCCCATTAAGAGTTAAACCTTTCAATATTTTTGATGCTTCAA 

TGTGCTGAAGCCACCAAAAATGTGTTTYAATTGTAAAGGGGCTGAGCGTC 

AAACCTGAACACTGCCATGTTGGGGGCTGAGATTCGTGGGATTTGGGTTT 

TCAGTGTGAAAATGCCTCTGGGTTTCTGTGCCTGAGCTCAGGGAAACACG 

ACCAGGGCTTCCCAGTAGGAATGAGACCCCAAAATATTTCTACCTGGGGS 

CTTTTCCCATTGGGGAATTTATTCTGTWAATCCATATTTCTCCMCSTTTG 

ARCGTYMCTCMTCNLAATGTCACAATCTTGGCAATGTTGAGAAGATATATA 

GATATCTATTTTAATACTGATTAATATGGAGGTGTTTGTGTTGGTCAGTG 

ATGTCATCGGGAAAAGATCTGAGTCATTGAATCCCCATTTCTTTTCTCTT 

TATTTTAAGGGAAACACGCAGCAGAACTTGGTA AGGGAAT TCCCTCCCTG 

GGTTTGTTCTCTTGTTTTTCTCTTTTGGAGGGGGATTTTTTCTATGTCTT 

CTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTC 

TTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATG 

TCTTCTTTCTAAGTCTTCTTTCTATGTCTTCCTTTCTATGTCTTCTTTCY 

AVVGTCTTCTTTCKAVf§BH*ff^?I*t^'?»^i^Wt'IPP*-^^ 

TCTTTCCTTCTTTCTTTCCTTCTTTCTTTCCTTGGATTTTGAGCC.A.A.A_A.A 
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TAGAAGA.\TGGGATGCA.A.\A.^TCAGTGAGTGCCCTTTTTTCCTCTCCCTT 

CACGGTGAGGTATGGGTGTGGAGGACCTGAATTA.ATGTG.AATTCCTCTGT 

TTTAAGGGAAGCTAACAGAAGATTTTGGTAAGTCGCTTATTTTCCTCGAT 

CTGAGTGCATATTTCTACACCTTTACCATCAGTGATGACCA.ACGTGTGTA 

TGCATTTCTCTTTATTCCATTTAGAAGAGAGCGACACAGAGCTCGGTGAG 

TGCTTTGGGGTCTTATCAAGGTGGAAAGATGCCCCTCTGTGCAACAGTGG 

GGATTGGGAGAAGCCCTTCAGCTCTTCCATTTATCCACATCTGATACCCA 

GATGGAGTCAGGATGCAGAACTGGAGGAGGAGGGCCAAAGCTTTGGGCAT 

TTTGGGGTTAl 1 i 1 1 GTTCCTCGAGAGCTCCCAGGATTGACCCGTGTCCA 

TTTCTGTGTTATTTCCAGAGGAATGTGACACAGAAGATGGTGAGTGTCCT 

CCGTGAGAGGGCTCAGAGAAAGACTTCCACCAAATCTCCCTCCTTTAATG 

TATATTCTGATGTATTTATTTAAGGGGATCTCGCASCTGAGATCGGTAAG 

TCGTGTGTGGTTATACACCCCTAITCTGTGCCTCCCATCAAASAGGGCTCT 

GTGCASCTTGAGTKGTGTTCCCACAGGGTTTGTCYCCCACTCTTCACACG 

AATATGGGGGTAAAACCCAACAAAATGGCACAGAGGGATTGCAGAAAGGG 

CGGGCGTTGGGTGGCGCTGTGTTCTGATCCAAGGOAGGGTGAAGCTCATG 

AGAATGGTTCTTTCTTTCTCTTTTTGAAGACAATCTGACTGCAGAGCTCG 

GTGAGTGCTTCCCITTCCTCTCTGCTTCGTTTCACTGTTGGGrrrTTAGG 

GGGGAAAAATGCTTATTCCCCCCATAAACACACACATGTAACCCAACCTG 

GGCTGOAAGAAGGGTCCAAACGTTCATAACTGCAGACTGCAATTATCATT 

CCCAATTGGAAGOTGATTCCATCATGAACCATCCACCCATCACAGTGOAA 

TTCTGACAGTGTTTCTCTCTGTTTTCCCTTTCAGAGGAACGTGATAGaAA 

AATCAGTAAGTGCCTTTTTCCTTCCAGAACTGATGGGAAGCGATGGCTTA 

GGGTTAGGGTAAGGGTTAGGGTAAGGGTTAAGGTTAGGCTTGGGGAAAAA 

TAAGTTAATACATTTCATTATGGCTTAGAATTGAAACTAATGTTCATCTA 

TTTCTTTGTTTTAAGGAAAGCTCACATCAGATCTTGGTAAGGGTTACTTC 

CTTTAAACTATCCTTAATTCTGCAACAGTGCTGGGTATAGAGTAGAAAAA 

TATGCATGTGAAGGTGTATGTATGCACATGTTAATTCAITCCTATTTATG 

TACTCGTTAGTTGCTATATATGTATTAATTTATTCACATTATATATATAT 

TTGTATATATTTGCAAATATTTGTATGTATGTGTGTATGTGTGAAGAGAT 

TGGGGTTTCCTCTGGTTGAAGAGGGGGGTGAATGACAGCAGGTGTCCTTA 

ATAAGCCTTATTTTCAAAACACTAACAAGGCAGAATTGGGATACACAGAA 

ATAAAGCCTAAAAATGGGAAAAAGAAAAGAATGAAATGGGTAAAATATTG 

AAAAGAACRAAAARTTTGGAGAAAAGAAATGACASTTTTGGTTGGGTTGG 

GGCTGCTCTGCATTTCTCCRCTTATTTTCTCCCTTTGCTTTCAGGTGATG 

TTGA CACAA AGCTCAGTGAGTGGAGCTGCTCTTCCTGCCCCACATTTAAG 

AGTATTTTTGGTATTTTTAAGACTGTTTAAGAATATTTGGACATTTCCTG 

TGGAAAATGGATTTCTGGTCTGTAAAAAAAACCTGGGGCTTATTTTTGAG 

GACGGAATAAATGTCCCAAAAAAGGGGGATTTTGGCATCAATTGACTGGG 

AGGTGAAAAATAAAAGCAGTGATCTGAGCGTGTTGGGGCCAATGGATGAA 

CCTCAATGATCATTGTGOTCCTTTTCAATCCAGGCCATTCTATGATTCTG 

TGAAAG.AAAAGAAGATAATTAACATTTAATTTTCTTCTTTCTCTTCTCAT 

TCCAGAGG.AACGCGACAGGAAAATGAGTGAGTGTCACTTTTTTGGGGCCA 

AA ACCCTC TGATTTGGGGAAGGGATCCCTGATAGAAGTGGTTAATCCTGT 

TGGTTTTTCCCTCCTTGCAGCCAAACTCTCAGCAGAAATACGTAAGTCCT 

TTTCCTC CCCA^TCTGAACTGTTTCTTTGTATTCTTAGACTTCCTTTTTT 

•ri rri i'lTCTGTTTTAATTAAAATAATGCi II I rrTTGGTTGGT l 1 i 11 i ' 

TTTCCCTATTTGACAGGCAGACTGACTGCACTGCTGGGTGAGTGGTGCCA 
TT.AA.ATCCGTGTGTGGTTTTGGGCTG.A.AAACCCTTAA.AA.ATGGGAACTCT 

.A.A.ATGGGGGG.-VAATGGGC.A.AA.ATGAGCATTGC.A.AGKGAGCAGAGYTGCTG 
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CCCAAAATAGGCATGACTCAGC/^AGCACCGTAGTGGGCATGATTTGCTTG 

GGTGACCCCGTGGGTA.AGGAGCCATTTGTTGGACACCACGATGTCGTTTT 

TCACAGCCCTGTGAGCGCAGCGTCTTAAATTGCCCTCCAGACATTCCAAA 

TTTGGAGAGCTCAAATGGCAAAGGTGAAATGGGCGTCAGCCCTCCGGGAT 

GAAGGAATCTCTGCCGGGGrnrCCGTTGGATCACAGCAGGAGGATTTGC 

TTTCCTAAAGCATTAGAGTGACGTGGAGAGCCCAA.ATCGGACCCAGTGGC 

CACATTCTCCCAAGGGAAAACCCTTCGGGTGCCCCTACGGTTCCrnrCT 

AGCATGATAACAAACTTCTTTTCCATCCGCCCATCCCCTTTTGGGTTTGG 

AGGTTGACAAATCCCCACTGAAATTCCTATGTTGCACACATGTCCTTCAT 

TCTTTAAGTAGGAGTTAGCAAAGGTTCCGCATTGACTTAATTCAGAGCGA 

GATCAACAATTTTAGGCATTCTTTATGAACTTCACATTGTTTTATGCTGA 

TCAGCAGCAAAAAAACATACAGGAATAGGAGTGTGTCTGTAGGAGTGCTC 

TGCATTTTCTTGCTCGTTTGGCTGATTAAGGAAGCTGGGAGGAAATGTTG 

TGAAATAATCCCAAGTGATGAGAGACTGTGGGTATGGGAGGAGATGCCCT 

CTGTCCTGGTGAGCAGTAGGGACAGAAGACCTGAGCTCATTTCATATATC 

TGTATATTAAGGCAATGCTAACCAGTGCTGTCGTGTTATTTGGGGCCAGG 

AGTGGCTTCTGCCCCCGTTGGTGCCCATAAACCAGTGCTGCCCCA'mCGG 

GATTGGGGTTNTGTTGGCAGACAACATCCACCAACCAACCCATGGCTGAT 

AGCAGAGAGGCGACCAGGTCAACCCTCCATATATCTCTGCAGAAACCTGT 

TCCTGTCTATACAGGGATCCCCATCCCTCCCCCAGCCCTCCTTCCATCCT 

CGGCATTTGGGTTGGCTATAATTAGGCTCTGGGAACGTTCCCCTGCTGCC 

AGCACAGCTGTCGTGTCTGCAATGATCCTTCCAGCTCTCTGCGGACACGC 

AAACCCTCCAGCAATCCTAAATACCCATTTCCTGCACTCCTGGGACAAAC 

TGGGAGCTGCCAAAAATCTCCAGCCCCCCACAGACGTGACCATCACAGCA 

CCAAGGAGCAGAGCAAGCGCAACGTGATTACGGTGCAGGTCGGGGTAAGC 

CTTTCTCTTTCTTCCCACAGCCCAGGATTTGGGGGATCCTATTGGCTCTA 

TGGGATCTGGGAGATGCAGGAGAAATGTGATCCCTTTGCTGTAGCAAAAC 

AACCTTTTAGAGTCCTGCACCTGAATCTGGCAGTACTGGAAAGCAGGAGA 

GGGATTAAGAGTCCTTCTGCATTATCCTGCTCATAGGGAAATACAGCACA 

GAAATCATTGGGGCTGCTTCCTTTGCTTTCTTGGCACAAATTTAGGTCCT 

CATTACAGC Gl 1 ICl 1 I GACTGAGACCCCAATAGGATCTACAGGGGTAGA 

ACAAAGCAGACAAAAAGTGATTGATGTTTCC TATGC G ATTTGT TGCCTTT 

TCCCATTGAGATTTCTGCTTTTCCTATGGGGCTTTTTGCl i 1 i ICACAGC 

1 1 1 1 i 1 i ATTCACTGTAGTGAATAGAA Ali i 1 i AGGGCTTTTAGGTCATT 

GATGCTGTTATGAACACAGAGATGAACTCATAACACCTTCCTGGTGTGGT 

TTGTCTATGGGATAGAAAGGAGCTCATGGTGCTGTGGACAACTAACAGAG 

GTGCCTGAGGGCTGGGCCCTCTTTGTGCCCCTTCTGGGGGTCAGCAAACT 

CCTTTTATTCAGATATAAATCCCCTCATCCACAATTTCACCAGTCTTCCC 

AATGCAGACCCCAAAAAACATCCCCAATGACAAAGTCCACGAACTGAGAA 

AAGCAGCAAAAAGCCTCCCAGCCCCAAATATTTATCCCTTATCCCATTTA 

TTTCTATGGGCAAAGCTATTCTAGGCATCAGGAAGGTGGGAGATTCCAGG 

TCAGTTTGTTCCTAATTGTGATCTTTTAATGATGTTTCTCCCATCAGGTG 

GACATTTGGAAGTGGTTCTGACTGGGAAGAGGACGTGATGATGGCATCAG 

GTAGAGCTCAG.AAAGTGGTATTTATCAGCAAAGCAATTTTCCAGGTCTGT 

TTTTTCCCATTTTTCCCATATTTTTTTCTTATTCAGGGAAGAGGAACGCG 

GATCTTGGTGAGTGATTTTCTTCCTTTTACCTTCAAAAAGTCCCTTTCCA 

tgtgtagaa.atggatatacgtaccccccactgatacccatttcctttgtt 
ctgtccttatatttatacttccccatattttgaacacatgaaaacaaagc 
ccacatt.jca.at.a-a.attcataaacagtgcaatttttggactattattttcc" 
atagaa.a.\gtattaaatcagtgcagaagtgcctctggaggtgacttctgc 
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CAAAGAGGTTTATTTTCACAGTGTGGAA.AlCTCAGATCCGTTGCCTCACCT 

GCACCGTGTATTTGCAGACACCCAAAGTGTTCCAGAGTTTGATGGTnTG 

TCCCTGGAGCCCGAAACGATCTGGCGGTTGTCGGAGGAGAAGGCGACGCT 

CAGCACATCCTTGGTGTGGCCAACAAAGCGGCGGGTGGTGGTTCCTCTGC 

AGGGACACCAGGAGGGTCGCACGGGAGGGACAAAGCTCAGCAAACCCCCA 

TTAAATTAATTAACCCTCCCCTAAATTGAGGAGATCGTGCTGCAGTGCAT 

AAATTCTTAATGAACACAACTGATGGAAGCAGGAAGGAAGCTAAAACGGA 

GTCATCTCCACATGGGTTGAGGAGTGGTGGTTCCTTCCCTCCTTCCGAAC 

AGGAACAAAAGGGTGCCAAAGCTTTTGATATAGGGTTGGAATAATCATGA 

GGAGTTTAGGATATAAAACTCAGCTTCCGTGGACACACAGCAGCGTAAGT 

GCTGAACGCTTTTGGAGGATTGGGGTAGTTCTGCTTCCTGAGGAGTTTCT 

TCTCCTATAGTACTCCCAAAAATCACAGTGCAAGAAGAGCCGGTGCTGCT 

CCAACCTCACCCCAAACTCTGTACCCCAAAATCACACCGAAGGAAAAGCC 

TGCTTGCTCCAGTCTGTACCCCACAGCGATGGTGAAGGAAGAACCAAATC 

CCCCCCTGCTGCTCCACSTGCTTCTCTCCCATCATA.ATTGCAGGACGTGT 

CCTCAGATCCCGGAGGATCAGCAGACTGTGTCAGGTGTAATCACTGGGAG 

AGTGAGCTGAGGGAGGAACCGCTTTG GTCCT CCCTCCAAGCATGATTTAC 

CACCCAACCTGAGAGGAACTCACCTCATTTTCACGCTGTACCGCACACCT 

CTCACCCACCCCAACACCCAAACAAAACACAGAGCCCAGTTCTGCCCCAA 

ACCCCCACCCCAAAGCCCTTTCAGTCCCCAGGACTCACGTGGTGAGGTCC 

CACAGCCTCAAGGTGCCATCCCAGGAGCCCGACAGCGCAAACTGCCCATC 

GGAGGAGATGACCACATCGCTGACAAAGTGCGAGTGGCCGCGCAGGGCGC 

GCTGCGGGAtCCCGTAGTTGGTCTCATCTCGGGTCAGCTTCCACATGATG 

ATGGTTTfGTCTGGGAAGGGGGAAAGGCAGCGGCCTCAGCTCCAACCCTT 

CTCACATTCCCGTCCTCACTGGGCTTTATCTCCCTCATAGCAATGGGGGG 

GTTACACAGAAGCACCGCACCCCTTCCTCTCAGCCCCCCAACCGCCTCCC 

TACGTCCTCATACACAGCAGCCTCCCCACCCTGCAGCTCTCTGTCCCCGA 

GCCCTGCACCCCATTCATCACCTCCCCTCCCCSAWGGTCCCCCCCAGCCC 

CCTCNTYTAYCACKGACGGTGTCCCCTTATTTCCCACAGTCCCCTCCATA 

GGCCCCACAGTTCCCTGCCCCCCCCCACCCCACAGTTCSGCCCCCCCCGC 

CTCGGAMGAGGCCCGAACCCCTCAAGGCGCGGCCCTCACCCCGCGACGSG 

GAGAGAATCATGTCCGGGAACTGCGGGGTGGTGGYGATCTGCGTCACCCA 

CCCATTGTGGCCYTTCMGGGTACCGSGGAGGGTCATCTGCTCCGTCATGG 

CGGCGGCGGGGCGGAGGGATGGCGGCGGATTCAATAAAGGGCCCGGCCCG 

GTCCGGTCCTACCGCCCGYGATGGCCGCCAGCGCGGAAAGAGAAAGAGGO 

AGGTGACTTCCGGCGGAAGCGGAAGTAGCCGCTGGGTTGTACGGCAAGAG 

GGGCAACATGGCGGCGCGCATAGAGAGCACGCTGAATGGGGGAATGGGGC 

TTTTGGAGGTGGGGAGGGAAGGTTGTTYTCTGCCGCTGCAGGRACACGAG 

GTGCGGGCAGAGCACCTTCTTTAACATTTGKTATTATTTAACGTTTWACA 

TTTAGCATTTTTATTATCCCTGTTGTGCCAGGACGGAGAAGAGCAGGGTG 

TGCAGCCTGTGCTTATCACCTGCAGCTGTCCCTGCACCCCACAGCCAACC 

CAAGTTTGTGACGCCTGAGCAGGATCTGACCCAGGA.AGGCAAACAGAAGG 

TCTGAGTCCTCCTCCCTTTCCTTTCCCATCCCTCCCACGCTGCAGTTTGG 

GGGCTGTGACCCGTCCGCGTTGCTCAGTGCTCATTCCGATGAGCAGTGGC 

TGATGGTGATGTTCACAAGTTTTTGGCATCCCTGTGGGTTCCACCCCCGT 

TTTGTCTCACCAGCCTTTTTCTATCCGTCCTTATCAGCAGATCATCCTTG 

TTATTAGATCTGTCTTTTTCCAGTCACGGCTTTGCATTTTCACCTTGGTT 

TTACCACCTA.ACATCAAGCCTTTTGTCCCCATCTGATGATATTCATGCAG 

ATA.AATCCGTAA.AGCAGGG.AAGAATTAAATTCTGGCCCCTTCTACACCCA 

TTTAGGTTTAGATCT?^fek^P^9f»^fe«<5^IVJKNTa[85«W?§^ 

GG.A-\T.AACGTGTCTTGATGTGCC.AACACACCTTG.A_A.ATCCAG.JcAA.ATTGC 
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GGCCTGGCACTTTATTTAGGGCCACGTAGGCCGGGGAGGGTGCAAAAAAT 

TGGGCA,^CTTCCACCTCTGAGGCTGCTCAGAGTGCAGCATCGCACCAGGC 

CGCACCGGTGGGAAGCAGCCTTGTTTCCCCTTGCAGCTTAAGAGCTCTCT 

GAGGTGGGGGTATTTATTTTCTCTTCCCTTTTCTCAGCTGCTGTTGAATT 

TCCAGCTGAATCCTGTCCCACCAGAGAGACTCTGATTGCACCCTGTTGTG 

TTTTACTTC i i i 1 I GTTGGTGGATTGGTAl i i 1 i i 11 1 iCTGTTGGCGTT 

ACAGAGCTAGTTCAAAATATTTTTGGCTAAAATAAGAATTAAATGGAGAT 

CTAGTTTTTTGAAATGTCAAGAAATAATAATAATAATAATAAAGAATAAA 

GAATAAAGTTTTAAAGCTGAGCCTCTCCCTTATTGAGAGCCCCCAGGGGA 

CAGGAGTTGTGGTGCAGGCCCCCCAGTCTGCTGTTAACTCCTGCTGGTAA 

GATGTGACTTAAGCCTTGCATCGTTAATCTTAACTTAATTAGCAGTAATT 

TGGATTGGGCTGCTTCCCTTCAGCAGCTTGTAAAGGGATAGAGGCTGCTG 

GGTGAACTGAGCTCTGTGTTACCACCTCTCCTGCTCTCCCCACATGTTTT 

TGGTGGTGGTGGTTGCTTCTTTTTGGCCACGGCTCTATCTCCCCAGGTGT 

GCACTCACTGTGGGCTGCTACTGCTCCTGAAAGGGCTCAGGGAGACATTT 

GAGTCCCTTCGTCCACACGTGGOAGGAGAGCACTGATGTCCCCATCCTTA 

AAGTTGTGGGCACAGCCTTGGTGGCAAATCC AGAAT GGGATATAATGCAG 

CCATGAGCTCAACAGAGCGCTCl 1 1 1 ATTGAGTTTTGTGCATAAAATCTG 

TGTGTTGTTACCACATCCTCATCTGGTTCCAATGGTGACTTGCCACACCC 

GGACGAGGTTATCTGTGTAGCCAGCAAACAGCGTCTGGGGAGAGAAATGO 

AGGAAGTGGATCATGAAAAGATAGGAATCAGCCCTCGGTGTGAACGTAAA 

AATCTCAGAAGGCAGCTCCCAAAGCGGAGGTGCTGGAGGAAGGTGGGAGT 

TTTAAGGCTGCAGGAGGAGCAGTGAAAAGGGAAAGGAGAAGGGGATATTT 

CTACCTOeCCATCTGCAGACCACGCCAGAGAGGTACACTGGGGAGGCTCA 

GCTTTGCTGCTGGTGCTGATCACCTCCTGCTTCAGCTCAtCCACAATGAT 

TTTGCCTTCCAGGTCCTGTGCAGG-ACAGAAGAGAGCGTGAGGGACTAAGG 

TCCTGCAGGGAGACTGCTGTAGCCAAACCCAACCATTCCAACTCAGAACA 

GGCTCAGGGTGCTCAGAAACAGCCTCTGGGTTTCCGCACAGGGATGCAGT 

CAGATGGCATCGAAGTTTCATCACAGCAGAGTGGTGGCTGTGCCCCACAC 

CACCCTCCCAGTCCAGGGGATGACAGTGCCACCAGCATGACCCATCCCAC 

GTAACCAAAAGGGCTCTGCACCAAGGCATCTGTGGGGCAGGGCGAGGATT 

TCGACCACAACTCTGCCTCCCAAACCCAACAGGATAAGGGAAGTGATTCT 

TTAGGAGGTAAATAGGGATGTCACATACCCAGATCTTGATGCTGGGGCCG 

GTGGCAGCGCAGAGCCAGTAGCGGTTGGGGCTGAAGCACAGCGCATTGAT 

GATGTCCCCTCCATCCAGCGTGTACAGGTGCTTGCCTTCATTCAGGTCCC 

ACAGCATGGCCTGGCCGTCCTGGGGGGCAGCAAAGAGGAATCACAGCAAA 

CCATCAAACCTGTGGCTTTGTTCCAGTTGTCCATCTAAAACCTTCCAGCT 

TGGAAACAGCACTTGATTTGTGACTGAGATGTGGGTGAGTTGCCACAGGA 

CAGCAAGAGGCACATAACTGAGCTGTGAGAACAACAGAATAAGCTGCAAT 

TTGGCCTCAGCTTTCCCCCAGGGTGTACCTTGCCTCCAGAAGCACAGAGG 

GAGCCATCAGGGGAGACAGTCACTGTGTTCAGATATCCCGTGTGGCCGAT 

GTGGTTTGTCTTCAGTTTGCAGTTAGCCAAGTTCCAA.ACCTAAATGAGGG 

TAAACGTGACAGGCTCAGAAATATGGAGGAG.^AAAAAAACAACCCTCTCA 

TGATCACTGCTCAAATATTCCCCAGAACGCCGCACA.AACCCCAAAGGAGC 

TGCTCCTCTCACCTTCACCAGCTTGTCCCAGCCACAGGAGACAATGATGG 

GGTTGCTGCTGTTGGGGGAGAAGCGCACACAGGAAACCCACTCAGAGTGG 

CTCTCGTCCTGAGGAGAGGA.ACAGCATTGGGTTGA.A.A.GCAATGAAAAGCA 

TCCCCAGTCCGAGCTGCTGCATCCCACTGCTCCCTGAGCCCCTCATAATT 

GCAGGACGTGTCCTCAGACCCCCCCCAGA.AAG.AA.AGGTCAGCAGGCACTG 

.\.A\CC.A^C.A.A.ATCA.A\GAG.A.AATGGGGG.A-\TACGGACTCAG.A.A.AC.AAGCA 
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GTGGTTTTTGAGGG A.4uAATGCCGGGGGGGGGGGGGGGGGGGGATATGCCC 

TGAGAGATTTAGGGTCTGTTTTGGTAAGGAAAGCCTCCAGCAATGTGTGG 

GCTGTGTCTTTGTTCTCTGTGGGGAAGGGAATCATCCAGGCTCAGTGCTG 

AGTTGTGGCTGATAAGAGGATTTATTGGGAGCAACGGTGGGATTGGTATC 

AGTCATCCCTAATCCTTTCCTTCTCTTTCCCACCTTGCTGCCTCCTTCCC 

ACAGGACATCAAGGGCACTTTTATCAGGTCAGTGACTTTGTTTGCATCTT 

TTCACTTTGAATAAC'i'l rrcn Hill 1 AATGTCAAAAAAGC ATTTGAGC 

TTTTGTTTTAAATCCTGTGTGATGGGTACAGTTGGGGCCTGGTAATGCAG 

GGGAAAGCTGTGTCCTAACTTTTGGGTGATGGAAACTTCTGGCTGATGGG 

GTGCAAATGGGATCTGGGGAACAACTTGGGAAAAGACTTGGGAACTTGGG 

AAACAACTCTGGGGCCATTTGGGAAAGGGGAAGGGTGGGGAGGAGATCTC 

GGCCCTGATTTCTGGAAGCGTGGGTGTGCCCATGCAGACCTCATGCTATA 

GCGAAACTCCTCACTCTGGAGAAACGATTCTCCCCATCCTGTCAGACAAA 

TGGGCAGCGCTGGOAGTTCTCAGCCATGCTGGACGCACGTGGCTCTACCC 

CAGCTCTGTCTGCTGGCTGAGGGAGGGTGGGGGAGGCTGGCTGCACCAGT 

GCAACCAGTTTGGCCGATCCATGCGTTGCTCTGGTTTTTCCAGAGCTGCA 

TGCAGGCCGCCTCACnrCTTTTCTGCTGCTGAAATTCTCTGCTTTCCTCC 

TTTCCCCCCACCCAAAAAAGATGTGAGAACATCAAATTCCAGGAGCCCGA 

GATGGTGCTGGTGGACGTGGGGAAGAAATACCGCAACTATTTCCTGCAGO 

ATGTGGTGATGAGAAAGATGGAGAAAGCCTTCAGCAAAGTTCCACAGGGT 

GAGAGAGTCCTCTTCCTTCTACGTGGGATGGGGTTCCCTCCACTTGGGAT 

GGGATTTCTCCAGCTCTCTTGGGGTTCTCCTTCCATCTCTGTGCTCCCAT 

GGTTTGCAGCCTGATGATCCTTTAGGAAAAGCAGCATCCCTCTGTTCTCT 

CTGTGCTOTCCCTTTTGCCTTGTCCTGGGTTTTCCCCTATTGTAGCTCC 

TCCATAGAACTGGGGTTGATGTGGATCTGGATTCATTATAAAGGAGGGAT 

GACTGCCTCAAACTCAGCATGGTGCAGATACGCAACCAGATGAGGATTTA 

GGACTGGGGTGCAAGGGGGAAAAAAGTGCCAGGTGACCCCCTAACGACCC 

CCGCTCTCTGCCCTTCCTTCCAGCTGACATCACGCTGGACCCGGACACCG 

CTCACCCTCGCCTCAGCCTCTCCCTGGACCGCCGCAGCGTTAAGCTGGGA 

GAACGACGCCAGGAGCTCCCCAACAACCCCAAACGCTTCGACTCCGATTA 

CTGCGTCCTGGGCTCCCAGGGTTTCACCACAGGCCGTCACTACTGGGAGG 

TAGAAGTCGGGGGGAAGAAAGGTTGGGCGGTGGGGGCTGCACGCGAGACG 

GCTCGACGCAAAGAAAAAACCATGGGGCCTCATCAAAAAAGGGAGATCTG 

GTGTGTTGGCACCAATGGGAAGAAGTACCAAGCGCTGACGGCCATGGAGC 

AGATGGCTTTGTCACCCAGCGAGCGGCCCCGGCGCTTCGGTGTCTACCTG 

GACTATGAACGGGGTCAGCTTTGCTTCTACAACGCTGAGAGCATGACCCA 

CATCCACACCTTCAACGCTTCCTTCCACGAGCGCATCTTCCC Cl 1 1 i I CC 

GAATCCTGGCTAAGGGCACTCGTATCAAAATCTGCACCTGATGGCCCTCC 

AGCTTCTGATTTTTTTTTTCCCTTTTTCCCCCCTGCCTCATCCTTTGGGT 

CCCACTTTGGGACCAGACGCTGCACTTGTTGTCTCGCACCTGCTTGCTCA 

CAAGGCCTCTTCCCTCCTCTCTCCTGTCCCAGCCTCTGTCCACGTCCCAA 

CTCTTCTCCGGGGTCGCGATCCCAGGCTGGTTTGGTTTGGAGAAGGGATC 

CAATCTCCTTGCTGGAGGTTTTCCCTTCAGCTCTTGGTGCTATGGGCTCC 

CCTCTGCCTTTCCCAGTCCTCGCAGCAGCTTTCCAGTGTGCTCTTCCCCG 

TTTTGTTTAAAGCCTGTGGTCGAGCTTTGCGTTGTTTGCCCTCTTTGGAT 

GCAGAGCTCGAGCTGAGGATGCTGGGGTCTGTACATTGTGACACGAGCAC 

TGCTTGTGCCCTCTTGGCCATTGCTTTCTGAA.AGTCACTCAGATGCACCA 

AGGAGCCTCATTTCTTTTTATTTTTCAGTTCTGGGGCACAACCCTCTGCC 

CACCTCCCACCCAGCCACCATCTGGACCTC.A.A.AC CTTCC ACGTTCTCCTA 

TTCTGCCACTTGTCC.*E5jro3:^ECnS:HEraPGft.aEMENT ||KHBliE2BrTGGGGG 

TCTCCAGCTCTCCCTCTCCCCCATCATTCCCTCGCC.A.ACCATTTCTTGTG 
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AGAGGAGG.A.J1GATGAGCTGGGGGAGGA-A.GAGCTGGACGTGGAGCAGGAGG 

AGGAGGAGGAGGATGGAGGCGGGGAGGAGGAGGAGGAGGACGACATGTGG 

AGCGAGGAGGA.AGAGGATGGAGAGCTGTGGGAAGGTACTGGGGGTCGGTT 

TGGGCCTGCCCTGTTGAGTGTCTTTATGGATGAGTGAGGGAATTGGGTGC 

ACCCTCAGTCAGTTTGCAGATGATGCTAAGCTGGGGGGGTGTACTGATCT 

gcctgagggtaggacggccctacggtggggtctggactgggcccgatggg 

ctgagggcaatggggtggagttcagaaggaccgagtgcctggttctgcac 

tgaggtcacaacaaccccatgcagctctacctggggtagagcggctgaaa 

gctgtgtgagggaaaaggatttgggggtgaatatgagccagcaagaggcc 

aagaaggcccatggcatcctggcttgtatcagaaatagagcagctagtgg 

gagcaggaagtgactgtcactctgtactggcacacctcaatgctgcaccc 

agttctgggtcccctctcactacaagaaagacattgaggcccagtgagga 

tggtgggggttggactcaatgatccctgaggttttttccaaccttgatga 

TTCTGTGATTCTCAGACCCCGTGGAAGAGGAGCTGTGGGATGGAGTGGTG 

CAGGGAGAACTCTACnTGGGGACGATGATTATGATGAGGATGTGATGGA 

GGAGGATGTGGAGGAAGAGGAGGAGGAGGAGGATGAAGCGCAGAGCCCTC 

CGCCCCCTGTCCTGCCTGCCCGCCCTCGCCGCCTGCAGACCTTCACCTGC 

CCCCAGTGCCGCAAAACCTTTTTCCAGAGGAATTTCAGACCCAACCTCCA 

GTTGGCAAACATGGTGCAGATCATCCGGCAGCTCCACCCGCACCCGCAGC 

GCCTCGCGCCGCCCGCCGGCCCCTCAGCCTCAGGGGGTCCTGGGGGGAAC 

CCAGGGATCCTGGTGGCAACAGGAGGTCGGGGGTGTCCGAATCTGTGCGA 

GAAGCACCAGGAACCCCTGAAGCTGTTCTGTGAGGTGGATGAGCAGGCGA 

TCTGCGTGGTGTGCAGGGAGTCACGGAGCCACAAGCATCACAGTGTTGTG 

CCCCTGGAGGAAGTCGTGCAGGATTATAAGGTGOAGTTTGGGGAAGGGTC 

ACGGTGG<jATAGTGGGTGAGGTGGGGTTTGGGGAAGGGCTGTGGTGGAGA 

AGGCGGGGTTTGAGGGAAGAGTTATGGGAGAGTGGAGGCTTGAAGGGAAA 

GTGAGGTTGGGATCAAGCTAGGTTCGTCTTGCTGAGCTGGTTGGGTTGGA 

ggcgtgggaggctgggaaaccacacactgcaatgaggaggtggaagggtc 

tgggtacccattttctgcttaaaaacaccttcccagcacagttcctcaga 

gaaagcaaaagggaagtggcgtgaaagttggctctgaggttccgttttca 

gctctgccaccaaattagggacaaaaagaggcgatgacagaggggattgc 

cccaggcagggtttgctgagttgtgtttccttccctcagtacaaactcca 

gagccatttggagccactgaagaagaagctggacgcggtgctgaagcaga 

agtcgaatgagcaggagaagatcacagagctgagggtaagagctgaaggt 

ttctgtgcttcatagaatcatacaggagaaccatcagggttggaagagac 

cacaaagatcatcagttccaaccatcaccgctgctgggagtgtgccttgg 

tggctgagcaaggagagagaagctttgctgctgctctgagctctcacgga. 

ggcatcatattccctttcctgcaattattgggctgtgagggcttggaaac 

ggtttcccagttgaattagagcttaatgagagctttgtgtgcctcagtgt 

tgagtgggaattggtggtttgggagctggtattcctcatttgagttgagg 

atgctctacatctctaaacctgtgcagactttgctcagttctgtctgtgg 

tgcattcaggagatgcgtaagcttatggtgtgtggtgaaactgagagaag 

catagcacagcagcccaaaaatgagctgatctctcacctcccccttctgc 

agcaattcccctaatgcttttcctccctctgcaggaaaagatgaagctgg 

aaatcaagg.aatttgagtctgattttgagctgctccaccagttcctcatt 

ggggagcacgtgctgctgctgcaccagctggaggagcgctaggagagcct 

gctggcccggcagagcagca,acatcagccagctggaggagcagagtgcag 

cccttagccgccttatcacggaggcagaagataagagca.agcaggacggg 

ctacagctgctca.aggtcttcttccatccctttccttgtctttatggcaa 



AGAGAGTGCCTTTAGf-R;tt+€6'5(rra^^^ 
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AAGATAAGCACTTGGTGAGATTTCCCTCATAA-A.CACCCCA.\AACGGCGGC 

CCTGGGGTGTGTTTCTGTATTAAAGAGCCCTCAGTGG.A\TGG1 1 1HGCA 

GGGCTGTGGTCGAAGAGCAAAGCATCA.A.AGGAAGGAGAGGGCAGTAATGT 

TGCAAAGGGCTGACGGCGGTGGTTGCA.\AGAGGGAGGATGGGGGGGGATG 

CGCCAAGCA.A.A.GGGTGGCGTGGGTTCACCCGCAGGGATGCACTGCGCCCT 

TGGCTCCGGGTTTTGGGACCGTACCTTGTACTCCTGGGCCGCCTGGTGGG 

CAGGGAGCACAGCGTGGGAGCGGTGCGCCTGG<jACGCGTCGCACTGCGCG 

CAGATAGGCTCTTGGTCCTCTGTGCAGAAGAGCTTCAGAGCCTCGCGGTG 

CTGCTTGCACCAACCCGAGGAATGCAAACTC AGCTGC CGGGCGATGCTGG 

cgatatttgccagctctctgctggggcggaaai i l i 1 gtgcaacgccgtt 

ttcctgcactgcggacaggggaaatttccctccagcccttcccagcagcg 

ggcgatgcactcccggcagaagttgtggccgcaggggatggagacgggat 

cctggaagtaacccaggcagatggagcaggaggcttcgctctgcaggctg 

tccaaggggctctgcgtggccatgggcttcctgctgggctccgatccgca 

gagggaataggggacctttcctccttatctcctcgctgataggagaaatc 

cggccccggaggctgagcctgagccaaacagggctgggagagctcagccc 

ataggggatgctggtgggaatgggggcagctcgcggctccccagcacgga 

GTCACCAAACTGGGGGGATCTGGGGGAAATTCGGAGGA AAAGTC AGATTT 

tgtcctctcctcgagcagcaaagagggcaggggaggcgatttttcccttc 

tgtgcgatcactgtaaggaatttccaaagaaaacgcatggaggtctgctt 

gttggoatggaatatagacgtatattggaataaatacaggaagacgttgg 

aacatgggaaggcactgagatataagcgtgctgtgttggatatgactctg 

ctcgactaaagtgaaggtggttttaatagcactgctcagagccaggcggg 

TTTTGGTGTtGTTTGGGGGGAATTACGTGGGTTTGGAATTGGGAAATATG 

agacgga:aaaataagaataatggaagcgcccaacgtggggctcgaaccca 

cgaccctgagattaagagtctcatgctctaccgactgagctagccgggct 

gatgggcacgcacccttctaagcaatacttcatggtgatcctgcggaggg 

gtgctaataattctacctaattattttgttaattatcccggtaattatgg 

gttctgagcaatcgcgaatccacggggaagagctgcatggggaaaaagca 

cctatccctacgggaatagccgggaactgcccggcagtgctgcagggcgg 

gggaaagaggggaaaagcaggaaaaaaatgggcaaaatggaacgtttaaa 

AGTGGAGAAATTAACAGTGAAAAAAATGCAGGAAGCGTAAAAGTAAAGGC 

tgtgtttctgcccggtttcgaaccggggacctttcgcgtgtgaggcgaac 

gtgataaccactacactacagaaacgcgctgaaggccgcttcgccgcacg 

gagatgtgaaggggcgaatgccggggctcggtgcggagtttgcagatagg 

ggccgctccgggccgctcccgcgccggttccggtgagcacagagtgcagc 

gggtgacaaaatgaagggaaaaatgtaaaactgatgctcccgaatcgago 

ctcgaaccgccattgtccgactgacagccgcgcgctctaccgactgagct 

acccggagacagagcagccggaagtcacgcccccgtagagcgcccacccc 

gttgcctagtgacaggagcgccgcttccggtcaagtgatgagcggagggg 

gcgtggcttgtgtcagataggacggaagttccggtcaggtggtactggaa 

agggggcgtggcttgcggcaaaggggacggaaagcggaagtgctgccgtt 

ggttggcggagttcgcaccatagaagaacgacggcggcggtgggagggcg 

ggaggtagagcggtccccggggagagtgctgacgggagcggcgaggcccg 

aggagggagcggagcttacgggggagtgcggagcctcgaggcgggtccca 

gcgcttcgctgtggggcaggagaaaggcttcggggcaggaggaagagggc 

ctccsggccwsscsatggaggcggtgggcgacgatggggcgtcgtcgggg 

cggctg.aacccggtggagacgctgcaggaggaggcgatctgcgccatctg 

cctggactacttcgtggagccggtgtcgatcggctgcgggcacaacttct 

gccgggtgtgcatcgcgcagctgtggggtggaggagaggctgaggtggag 

GAGAGCGGCGGGGC(fgyfeyE8%f^RfeW?SWPI^<»^J^<«SKGCTGGAGGA 
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A-^CACGCAGGGCTCGA.AGCTGAACCTCTCGGGGTTCTCG<jGGAGGTCCTG 

tggcaccagttggccccgggcttgttttcggtcttcagagagatgoaggt 

tggggtgagcggtggtggggtccatggtgacgttggctgtgggacatgag 

ggggaatggaggtaggatttaggcttggggggagctggagaggttcctct 

tccttctgtccttttctctgggtgcttttggacatgggctggtggtggtg 

gtgggttgatggttgggctgggtgatctttggggtcttttccaacctttg 

tgattctatggggtgtgtggggctccaccagcctcagtgtcccccagtag 

agatgtaggagaatggggagaggacaaattttagggcagcataatgcggg 

agggacaaagacatgggaaggggacagcttgacattcacggaggggaagg 

ggaagcacaaacactgttaggttttgccttgaatctgttactggctttgt 

aggaccaccagcatcaggatgctgtccccattccctcccttccctgtggg 

actgcgttgttttttcccaagaaaaccactccccaccccacatccaccac 

tgctgacatacctggctcttgcaattgaaacatcaggctgtctgaaaagg 

agaacaaattcactgcattgggtttatgcttcaggaaaaggggctgggag 

atggggaagggaaaccatgggggtctgggggcttcgcagtgcaaaagctc 

tgggtttactgcaagagccccacgaccctcccagacctggaggagacccc 

gaccccattcagtaccttggcacttctgcagcgtcagtctcaccaggacg 

ttcttctgaaggaagtcctccaaccttctttccagagtgggggaaatctc 

tgctggagggctgaacttcatcatctcacagctgcaaagagaggagaagg 

gtggggatggggggactgttgcgttgottggttggctgttcattttattc 

tcaataggagaagctatggggtgaggatatttgcacagggacgaaatccc 

tttcccccctgggatccctctgccttgcagccctcccccagggtgccatc 

caaaaatcagggtgacaataggaaggagccatgttacctattcaagagcc 

tcctgatgtcctaaaggtggoaggagagaggagagatggatcagaagagg 

agcaccAagggctgccccttcgtatggcaatgcacagcaaagaccaccct 

gcccaicggtgtgatcccccccagcagcaacacagggagctcccatggggt 

tgagtttgggttctcagggtttgctctgtccccccatttcccaccacccc 

tttgggttctcaccagcaggaatttgctgtcgggctgctggaatttgccc 

tccatctcccagatcagggtgtcaaggtgggacatctcctccatcacctt 

cgtcaccgcatcctcctgtactttggtgacggctctgtccaggtctgcca 

gctggaccagcaggaagcgctccttctccttcaga aatcg ctgcaactgc 

tcgaattcacacactatcctcttcccitccttcttggttttctcctgttg 

ggatgagggagaaagccaatggggtggaatagaggcaggaagaccccccc 

tggggtctcaggatgccgtgttctgggggatatccaaccaaaaccaatgg 

ggatgtaacaccaatgccaatgggagcacaacactaatgccaatggoaat 

ttatcaccagtgccaatgggaacgtaacaacagcgccaatgggaacgtaa 

caccagtgccagtgggaatttatcaccagtgccaatgggaactta acatc 

aaaaagccaaagatcatcttgctgggcatttgggagcagcagoaattttt 

caggagttttatcccaaaagcaaaaccaaaggagggggtaggagatgagc 

tctgtatgagggatatttacagagtttaggaggatctgctacgttatctc 

tttaacacaggggttcctgcgtaaccccagctgataaacacagccttagc 

gctttcccagcccagctgcgagccaaaaatgcatgatctgcccccaaaat 

acaccaa.a.a.caaacaggacaggggggaggggaaggcagacacctcccctg 

ctgcacccaccaaatacaagcccgtccttccaccagtccttctgctttcc 

aggtacttttccctctcctcctttgaagcctggaggcgagcctgaatttc 

ttcctgtgccaa.aagaagaaaggcggaaagcctgttttcccacttaaact 

gcttctgtcagatgggagaggctttgctaaagcctggaatcctctgcaag 

gtgcagagctgggcagaggg.a.agctctgtgagcacggtgtgctgctctgg 

agctctgtgca.agctgggagtattttgcagagag.a.aaagaggggaga.agg 

tgc.^acaj^jea.aa\tcagcactgacagctgcgc.a.a.ggaggtgtgg.aagggc 
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CAAGAAGGGCTCTGTGTTTTCCTGCCTGGAATCTGAGCCCTCCCTACTGG 

GGCTCAGCTTTCCTTCTGATGCAGAAAGTGGA.AA.AT.A.A.A.GAGCAGTGGGA 

CTGGAAATACCAGGGGGGACTCATGA GTGGC ATCCCCCACTGGAGGAGCT 

CAATGGTGAGCTGGAATCCTTGCTAAGTTTTATCGAATGTGGGGGACAGG 

AGGAAGAAATCAAACTCAAAAAGTCATGAACAGGTGGCTGTGAATTCGGG 

GCAGAAAGCTGAGGGCCCTAAAAGCACAGGAGGCAAAAAGGATGGAGAGA 

AACGACCCTACTGATGACACATCGCTGCCCAGCAGCTGACACCTACCAGA 

TCCTCCAGGTTTGGGCACTCCAGGGCGCTCTTCTTCCTCGGAGACTTTCT 

CTCTCCTCCTTTGGAAACCCCTGATATCCCTCTGAGTTTCTTCCCCAGTG 

AACCCACAGAACCTGTTGTTTTCAGCCCTTTGATGGGGTTGGGGTTTTCC 

CTTCCTGTTCCTTCCCAGTCTGGGGTAGAGCTATGGGATGGCTGCGTTGA 

GCCTGCAGGTCTGCTCCTGGTGGCACCCTTGGCAGGGCGTGCTGGGAGCT 

CTGGGTTTGTCCTTTGTCTTTCTCCCAGTTCCTT GTCCC GGGGAGATGCT 

GAACAATGTCACTTTGCAGATTTTGTCAGCTTCCTTTTAGGATCGAGCCA 

TCGGGAGTGGGGTTAGGGGGTGTATATGGGGAAACCATAAGGAAATAGGO 

AAGGAGATGCACAGCCGGATCCTTGTGGGOATGTGGAGGAGCACAAGTGA 

GGATCTTTGGGATTTGAGTGCTCTCTCAGCCCAGCACTAACACAGAGCAC 

TCACAGCCCTGGCTCTGAGCTCTCGAGGAAACATTTCCAACCATTTCTGC 

CCCACTGTCCTTGTGTTGAGCCCCATGG CCAAA TACACATGCCTAGAAAA 

TAAAGCCATGCATTACATATGTATTTAATTTTTGCGTGGCAACCACTGAG 

ACCCAACTGGAGGAGATAACTGCCATTCACTTGGGCAGGTrTGCAGGGG-T 

GAACTGCACTTCCAGCAAACCCTCCCTGTTGGGAAGAGCCACAGGGATGO 

ATGGCACTCtGGGAGCTGAAGAACTGGAAGCAAACTCCCTGCAACCGCTC 

CCCTGGGGCACAGAGCCTTTCATCCCAAAATAAGGCGTCCATCATTGAGC 

AAATGAGTCACACCGTTGGGCAAACGACTTGCATTGCATCCCGAAAAGCA 

TTAATTGCAGAGCCTGGAAAACTAGCTGGGCTGGAAACATCTGCATTGCA 

GATCTACGGAGCAGAATAGACCCTGAACAGATCCTTCACCCAAATTCCCC 

AGCAGGTGGGACCAAATGGCAGCGATGCGTGGGGCTGAGGAAAGATACCA 

ACACATCAAAGAGCAATATTGAAATTTCAGCTGTAGGTTTGACCTTTGGA 

GGTGGTGAGGTGGGGCTTTGTCATGGGATACCCACTCATATCGCATCTGC 

TATTCTGAGCCTGATGTCGCCTGCTCCCTCCC ACCC TCTTTTAGTTCCTC 

TTCTTGGTTCTACAATCACCAACCn'GTGTGTATTTTGGTGCTGCCTGTTC 

CTCTTTTGGGCTTTCTCAGAAGAAAATGGGTTTTTGAGGGAATCCATTCA 

GGTGAGTCCTCACCCCAAGCAGCTCTTCTTCACTTTGTTGGCCCAAAGCT 

GACCCAGAGCCATACACCCAAAGCAAACCCAGAGCCGTACACCCATAATG 

AGGCAGGAAGTGGAGTGTGCAGAGCACATCTTTTAATTAAAATTAACTAT 

CAGAAACGTAGGCAGAGACCAGCTCCCCACACCAGGCGTTGCTATTTGCA 

GTGAAAGGCCGCATACCTTTGCAGGACACCCCAGATCTGCCCCACGATTG 

ATGTCAAATAGATGCATAAATTTCCTTCCAAGTCTTCAGTGCTCTCTGGT 

GGTTTCCCCACCCTGCAGAGGGACCGCCCCGGGGCTCCCAATGGGGACAG 

ACACAGGGCAGAGCAGCGGGTCCCCTTGGCACATTGCTCCAAGCAACCAC 

AGCACACATCCCATCAGATGCCCCTTTCATAAAGGACATCTCAAGGACAG 

ATCTTTAGGGGAGATCTAAACCCAACCCAATCCAAATGGGACATCAGCTG 

CCCACTCGTGGACTGCTCCTCTGAGGGGGGATTTTGGGTGATCTCTTGCA 

AGCGAGCCCCCAGCCCTATCTTGAACAAGGGGAGGACCTTCTCCCCATTG 

AACAAAGCCCTGGTGTACACCA.AGATGGGGGTGTCATCATCCGAGCTGAA 

GAATGCCACCCGACCCCCTTCGTAGTCCAGGGAGACCCGAATCCTCCTGG 

GAAGTGCATTCAGACGTAGGTTGGCACGGGGAGACGTGAGGGAGTGGTAG 

GCCTCCAGCGCCCAGACACCCTCTTTGGGGCTG.A.AGCTCATGGGTCCCTT 

CCTCTTCATCG.A.AGC€Eina:EmBeaeCACEMEN3qREQrEeC)CCCCTGTC 

CCACCTCCACCTCCCAG.AA.ATGCCTCCCCGAGGTG.A.-VGCCCTGGCAGCCC 
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ACAAAGATGAGCCCCCCTTCATCAGCATCAAA-^A-'\TGCCACCGTCCCTCC 

AGCGTAGTCC.AAGTGGACGCTGACCCTCCTGGGCACCCAGCGCAGAGCTA 

ACAGGGTCACCTTGTGGGTGGTGAGTGCCCGGACCTGTCCCCCCCATTTC 

TCCACCCCCCAAATCCCCCCTTTGGGACAGAGGCTGAGTTGACCCTTCCG 

AGGGATGGATTCTCGGGCCACACCGATGGCCCAGTCCCCTTCATCCCCCA 

CTTCCACCTCCCAGCAGTGCCGGCCGGCAGAGAAGCTTTGGTGGCCCAAA 

ACAAAGGGCCAGTAGGCGAATCTTTCGGGGTTATCAGGAAGGTCCTGTTG 

TCCTTCCCCACGTTTCACACTCTTTCGGTCTTCGGAGAGOATGAGGTCAG 

GGTGAGCGGTGTCGGGGTCCAGGGTGATGCTGGCTGTGGGGTGGAGAGGA 

TGAGGAGTGTAAGGTTTGGGTCCTCGGTGCTGAGGCCATGAGGATGCGGA 

GAGCTTGGATCTCCAGCACTAAAGGAGTTGGATGTGCTCTAGATGGCCCC 

ACCTGAGTAGGGTTGTAGGGTGGGACCGTCCCTTCCAACCTCAGCCATTC 

TGTGGGGCCATGGGTTGGCATCGGAAGGGTAAAAAGTACCAAAGAAGAAA 

GTAAAAAGGTGAGAGGTGGAAACCCCTCTCATGTGCCCGTGCTATATGAC 

AATAAAAGTGTTTTGAGCCCCCAGAATGCCCAGAAATAAAGGCGTTTCTG 

CAGACCTTCTGTTCCATTGGTCAAAAGAAATGGTGAGGGGAATAAAAATG 

GAAGGAAGGAGATCTATGGGATATTACCTGCAAAGTCTGCAGTGCTTCAT 

CTCCTAGACCAACCCGGACCAGTTCAGCCAACCCCATGGTTTAAAAAACA 

GAGCTGAAATCTGAAGGCAGGGATAATGAATGAGTTCAACCCGCTCACCA 

TATTTGTTTATGGGAAATGGATATTTATCAAGGCGAGGGATCTGCCCTGG 

GGCCATCATCCCAAATTACAGCCAGACTCGGCCTGCAGGGTGAAGAAAAC 

TTGTTTGGCTGCCCTGATTTTTGTGTATTCCTCCCTCGGCATCTATTTTT 

GTCCATTTGGGTACAGCCTATGGGTCCAGGCGCGCCTCCATCTAACAGGT 

aatgcggctttaggttctcatgctcagcaaaaggcacttttaggaaaggt 

gaagctggaggggtgcagagccggagagcagcccgtccttcacccctgag 

cacttctcaggaattacagcaaaacgtgtaattaagagtggcaaacgggg 

tatcgagtccttcgggtctcaattattttcctgagtgggaataacccgtt 

gctcttccatctctctgcattattctgctgcagaacgagtgatgggctgc 

tggttttcaccaaaataccaccatttcccacccgaaacccttctgagtac 

cttgaagcctcttcagggtttccttcagagcaccgttcctccatgaggaa 

tggcacagcctctcctccggccctggagaagcgccc gctg gcagctggaa 

ggtcacttttccacacctggaggggaaataaatgcattttcaggtggttg 

tatcacagagcatgccatcacttcaggacagcagaggccagcacacggcg 

gccatccccaaaatacccttcagggctcgcagttcccctggagcagaaga 

gcattcattgatgagctttctcctccatggtcactgcctgatgcaaagct 

cacagaacagcttttcagagaggccacatacctggtgatggggcttttca 

catcctggggacagaagagaggagggggagaggaaactcaggtcagtgca 

tgacccattttgtctttaaagtatggaaaattgagctgtttgagtggggg 

tggacctcttgggtcttccaacatgtgcccaattttgactttaagtcata 

gaaaaagtgaattgtttgactggggatggatctgttgggtctttcaacac 

atggtccattttgtctttaaatcatagaaataaagaattgtttgaccaga 

gatggacctctggggtcttcctccacgaggaaggtgaaccaactgaggag 

catccatgcacggcaatgaatcctgcagatccaccccactgctgctctcc 

caacccagccgtggatttcccctcttaaaacagaccccatgaggaccttc 

tgcagtaaggtgaaaatactgggaatactgagatgaggataaaacggtgg 

ggggaaagaggaggctgcaaacctccatctcctcattgtggtgggggttt 

caggctgatggaacggcataaaatgggaggaaa.acaccc aatta aggcac 

catgcaattggtcggggtggggaggacatcccta.a.aggacttttcccctt 

g.a.aa.a.agcttccctggagg.'^attcactcaccgactgctggctcttctctc 

CCTGTGCTTTCGTAT|iiyit(tiqii^(cii(^ 

CTTTTCTGCCTCTTCTCA.ATCTCATTTTTCAGGTCTOCAGCTGCCAGAG 
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TCGATCAACGmCA.ATGTTGGTATCA.ACACCAGGTTTA.ACTTTGA-^CTT 

ATCGGCACTGACGGTTACCTTGTTCTGCGCTGGCTCATCACGCTGGATAC 

CAAGGCTGATGTTGTAGATATTGGTCACCGGCTGAGGTGTTTCGATTGCC 

GCTGCGTGGATAGCACCATTTGCGATAGCGGCGTCCTTGATGAATGACAC 

TCCATTGCGAATAAGTTCGAAGGAGACGGTGTCACGAATGCGCTGGTCCA 

GCTCGTCGATTGCCTTTTGTGCAGCAGAGGTATCAATCTCAACGCCAAGC 

GTCATCGAAGCGCAATATTGCTGCTCACCAAAACGCGTATTGACCAGGTG 

TTCAACGGCAAATTTCTGCCCTTCTGATGTCAGAAAGGTAAAGTGATTTT 

CTTTCTGGTATTCAGTTGCTGTGTGTCTGGTTTCAGCAAAACCAAGCTCG 

CGCAATTCGGCTGTGCCAGATTTAGAAGGCAGATCACCAGACAGCAACGC 

GCCACGGAAAAACAGCGCATACAGAACATCCGTCGCCGCGCCGGACAACG 

TGATAATTTTATGACCCATGATTTATTTCCTTTTAGACGTGAGCCTGTCG 

CACAGCAAAGCCGCCGAAAGTTAACGGTTTGCCCAGGCTCACAACTGAAA 

GACTTTCTACGGTGTGCGCGTGCGATGCGCGT AGA AGACTGATTTATCAA 

CCTGTCTTTATATCAGGATTCATTACCTGACTATTTGTGGGTAAAGTTCG 

TAGTGCGCTGATCGTGCAAAATGATTTTAGTTGGGAACAGTTCGCAACTC 

TGTCCCATAAAAATCAGCATATTCCCATCTATCCCATATCCAGCGCATTG 

ACCATCGGGATACTGAAGGGAGATTCCATCATCTCTTAGAAAGATCACCA 

TCTCTTTTGTTTCAATTTGCATATAGCTACCT GGAGG ATT TATGA ATACA 

AGGATTTTCATGGACTATTACCATGAGATTGATTTTCCATCTTTATTCGC 

GAGAGCAGTGGAAAGCGATGACGATGTGGGTACTACATTGCGCATTCACC 

TACTTTGTGAGCGCATGGTCGAAGCATGGATATGCGCATGCTGTGACTGC 

CAAGATCCTGTACGCCGGACGCATCGTGGCCGGCATCACCGGCGCCACAG 

GTGCGOTTGCTGGCGCCTATATCGCCGACATCACCGATGGGGAAGATCGO 

GCTCGCCACTTCGGGCTCATGAGCGCTTGTTTCGGCGTGGGTATGGTGGC 

AGGCCCCGTGGCCGGGGGACTGTTGGGCGCCATCTCCTTGCATGCACCAT 

TCCTTGCGGCGGCGGTGCTCAACGGCCTCAACCTACTACTGGGCTGCTTC 

CTAATGCAGGAGTCGCATAAGGGCATCGGTCGACGGGATCACGTTGTGTC 

CCTGAAGCTCTCCTGTACCCAAACACAAAGGTGATGTCCCCAGCATCCCT 

ATCCCAGCACTCTGGGGGACTCCTATTGAATTCCTCCTTGGGCTTGCTGC 

CTTCTCTTCCCGTTCCCAGAGATCCCAAAAGGTTAAGCACCTTTGGGTCA 

GTGTTCAGAATTGTCACTGCCAGTTTTGGGGTATCAGTGGCAAATTGAGA 

CCCTTTTACCCAATCTTGCACCACTCTGGTTCCCCAGTCTTATGGTTTTA 

GATGGAGTAAAAAGGTTTATATGTCATAAAGTTCTTCTGTGTCTGGTTAT 

TCGCTGCTTCTGGATGCCAGGATCATGGGGATAAGGGGAAAACAATGGGT 

TCTCTTATGCGTAGAGATGCAATCAGATGGGGAGAAAAAGAAATCTTAAT 

CTTTCTGATCCATCTGACAGATATTCAGTACAGCCCTGAGGATGTGGGGA 

AATAAATCmGRAGAGTTKGTKGGCAGTTCCAAGGATTTGGGAATGACTA 

AATCCCATTCCTGGKKWYTGCACAAAGTTGSCTGTGTTGGAACCCAGAAA 

GATCCATGCAAGTGGGTCATCCCTGAAAGCATTGTG TTCT GCTGTCTGCT 

AGCGGAGAGAAAGACACAGAGGGGAAAATTAAGTGTTTTATTGTTAATTA 

TTGTACACTCTGAGGTTTCAAATACCAAATCTTTAACGAGAGCGGACCAC 

TTGATTTGAGGGTGACCATCTCAGATGGGGA CAACT GTACCTG ATCAG GC 

AAACCTGGGGGAAATTTGCCTTTCTGCCACTCTTTTGGGTGGGATTTTCC 

CTTTTGACCACCATTTTCTACATTCTAATCACCCATTGCAGCACTTCTCC 

CCCTTTTTTTTGCCCCATTTTTCTCCTGCTCAGCACTTCTTAACAATATA 

ATATAAATCA.^TATCATATCAATATGATTCTATGCCAATAGATTAATGGG 

GATGA.AAGACACATAA.AAACCCAAGTCCTCATTTCATCTGCTTCCCATGG 

GATGGGTGGGGAGGTGGCTGTCCCCTGAGGCTGTAGGATGTGGGGTCACC 
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CGGTCAGCCCATTCGCCGCCAAGCTCTTCAGCAATATCACGGGTAGCCAA 

CGCTATGTCCTGATAGCGGTCCGCCACACCCAGCCGGCCACAGTCGATGA 

ATCCAGAAAAGCGGCCATTTTCCACCATGATATTCGGCAAGCAGGCATCG 

CCATGGGTCACGACGAGATCCTCGCCGTCGGGCATGCGCGCCTTGAGCCT 

GGCGAACAGTTCGGCTGGCGCGAGCCCCTGATGCTCTTCGTCCAGATCAT 

CCTGATCGACAAGACCGGCTTCCATCCGAGTACGTGCTCGCTCGATGCGA 

TGTTTCGCTTGGTGGTCGAATGGGCAGGTAGCCGGATCAAGCGTATGCAG 

CCGCCGCATTGCATCAGCCATGATGGATACTTTCTCGGCAGGAGCAAGGT 

GAGATGACAGGAGATCCTGCCCCGGCACTTCGCCCAATAGCAGCCAGTCC 

CTTCCCGCTTCAGTGACAACGTCGAGCACAGCTGCGCAAGGAACGCCCGT 

CGTGGCCAGCCACGATAGCCGCGCTGCCTCGTCCTGCAGTTCATTCAGGG 

CACCGGACAGGTCGGTCTTGACAAAAAGAACCGGOCGCCCCTGCGCTGAC 

AGCCGGAACACGGCGGCATCAGAGCAGCCGATTGTCTGTTGTGCCCAGTC 

ATAGCCGAATAGCCTCTCCACCCAAGCGGCCGGAGAACCTGCGTGCAATC 

CATCTTGTTCAATCATGCGAAACGATCCTCATCCTGTCTCTTGATCAGAT 

CTGCGGCACGCTGTTGACGCTGTTAAGCGGGTCGCTGCAGGGTCGCTCGG 

TATTCGAGGCCACACGCGTCACCTTAATATGCGAAGTGGACCTGGGACCG 

CGCCGCCCCGACTGCATCTGCGTGTTCGAATTCGCCAATGACAAGACGCT 

GGGCGGGGTTrGTGTCATCATAGAACTAAAGACATGCAAATATATTTCTT 

CCGGGGACACCGCCAGCAAACGCGAGCAACGGGCCACGGGGATGAAGCAG 

CTGCGCCACTCCCTGAAGCTCCTGCAGTCCCTCGCGCCTCCGGQTGACAA 

GATAGTGTACCTGTGCCCCGTCCTGGTGTTTGTCGCCCAACGGACGCTCC 

GCGTCAGCCGCGTGACCCGGCTCGTCCCGCAGAAGOTCTCCGGTAATATC 

ACCGCAGTCGTGCGGATGCTCCAGAGCCTGTCCACGTATACGGTCCCCAT 

TGAGCCTAGGACCCAGCGAGCCCGTCGCCGCCGCGGCGGCGCCGCCCGGG 

GGTCfGCGAGCAGACCGAAAAGGTCACACTCTGGGGCGCGCGACCCGCCC 

GAGTCAGCGGCCCGCCAGTTACCACCCGCCGACCAAACCCCCGCCTCCAC 

GGAGGGCGGGGGGGTGCTTAAGAGGATCGCGGCGCTCTTCTGCGTGCCCG 

TGGCCACCAAGACCAAACCCCGAGCCGCCTCCGAATGAGAGTGTTTCGTT 

CCTTCCCCCTCCCCCCGCGTCAGACAAACCCTAACCACCGCTTAAGCGGC 

CCCCGCGAGGTCCGAAGACTCATTTGGATCGATCCGGAATTCTCATGTTT 

GACAGCTTATCATCGATAAGCTTTAATGCGGTAGTTTATCACAGTTAAAT 

TGCTAACGCAGTCAGGCACCGTGTATGAAATCTAACAATGCGCTCATCGT 

CATCCTCGGCACCGTCACCCTGGATGCTGTAGGCATAGGCTTGGTTATGC 

CGGTACTGCCGGGCCTCTTGCGGGATATCGTCCATTCCGACAGCATCGCC 

AGTCACTATGGCGTGCTGCTAGCGCTATATGCGTTGATGCAATTTCTATG 

CGCACCCGTTCTCGGAGCACTGTCCGACCGCTTTGGCCGCCGCCCAGTCC 

TGCTCGCTTCGCTACTTGGAGCCACTATCGACTACGCGATCATGGCGACC 

ACACCCGTCCTGTGGATCTGCCTCGTTGGCCTGCCGCAGTTCTTCAACCT 

CCCGGCGCAGCTTTTCGTTCTCAATTTCAGCATCCCTTTCGGCATACCAT 

TTTATGACGGCGGCAGAGTCATAAAGCACCTCATTACCCTTGCCACCGCC 

TCGCAGAACGGGCATTCCCTGTTCCTG CCAG TTCTGAATGGTACGGATAC 

TCGCACCGAAAATGTCAGCCAGCTGCTTnTGTTGACTTCCATTGTTCAT 

TCCACGGACAAAAACAGAGAAAGGAAACGACAGA GGCC AAAAAGCTCGCT 

TTCAGCACCTGTCGTTTCCTTTCTTTTCAGAGGGTATTTTAAATAA AAAC 

ATTAAGTTATGACGAAGAAGAACGGAAACGCCTTAAACCGGAAAATTTTC 

ATAAATAGCGAAAACCCGCGAGGTCGCCGCCCCGT.AACAAGGCGGATCGC 

CGG.AA.AGGACCCGCAAATGATAATAATTATCAATTGCATACTATCGACGG 

CACTGCTGCCAGATAACACCACCGGGGAA.ACATTCCATCATGATGGCCGT 
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Figure 6 

DM 

GC.\C?AGGK\ ATGCAAAGGG GO^.TCACTAG GGGACATGGC ACGGGGCATT 
51 CTAGGGAGCA TTGCATGGGG AC^tTTGCAA^ GGAAATGCA-^w AGGGACATTG 
101 CATGGGCaiCA TTGCAAACAA ATTGAGTGGG AGATTGC=vCC GGGATGTTGC 
151 ATGGGGACAT TGCATGGAAT GTCCCACCAA CCACCCTGCA GGGTGACACT 
201 GGGACCATCC CCAGCTCTGA CCATCCCCCC TTTGCTGCAG CACCACCCCA 
251 GGTCCGCATC GTCCCCATCC CCATCTCCAA CGACCCCGAC ACCGTCCACC 
301 TCATCTGCCA TGTTTGGGGC TTCTACCCAC CCGCAGTGAC CATCCAGTGG 
351 CTGCACAACG GCCTCGTGGT GGCCTCAGGT GACACCAAAC TGCTGCCCAA 
401 CGGGGGACTG GACCTACAGG ACACAGGTGG CCCTGAGGGC CAGCATTGCA 
451 GCAGGGAGCA CTAAAACATG TTCAGTGTGG CAATTCCAGC TTGGAGCAGC 
501 CGCTGCAGGA GGATTGGAGT GAGTTTGGGG ATGGGGATG7 GGCACCCACA 
551 CCCCACAGTC CCCCACGGTT CATTGTGCCC CACGCTGTCC CCACAGGTCC 
601 CAATTTGTCC CCGGCGATGA TGGTGAAGGT GGCAGTGGCG GCCATGGCGC 
651- TGACGTTGGG GTTGGTGGCA CTCAGCGCCG GGGTTTTCAG CTTCTGTCAG 
701 CGGCCACGGG GTGAGGGATG GGGATGTGGT GCTGGGGACA TGTGTGACAC 
751 CGAGGGTCTG GTGTCCAGTG TGGGGTGTAC CTCCTCATTC ATCATCTTCT 
801 GTGTGGCAGC TCCTGGCGCT GGTCCCAGTA CCCCGTCCTG ATGCGGGTTC 
851 TCACTCCAAT CCTGGTCCCC AAAATGATCC CGGTCCGAGT TCTGGTCCCC 
901 ATCCCAGTCC TGGACCCCAT CCCAGTCCTG GTCCCCATTC TGGTCTTGGT 
951 CCTGGTCCTG GTTCTGCTCC TGGTCCCTAT CCCTGACTCT GGTCCCGGTC 
1001 CCCATCCCGA TGCCAGTCCC AGTCCTGGTC CCCATCCTGG TCCTGCTCCT 
1051 TGGTTTGGGG ACCTCAPiTGA CTGGAACTCC CATGTCCCAA CATGGGGACC 
1101 CAC\GTTTGG GGTGAGGGGC TCTCACCCCC CAATAAAACC ATCTGCAGCC 
1151 CCAACCTCGC TCCAATTCTT CGTTCCCACG TTGGGTGGGT CGGGCTCCCA 
1201 GTGCTCCCAG CCGTNTATGT CCCGTAAGCG TCGGCTCCAC TGCATAAAAA 
1251 GAAAAAAAAA AAA 
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GTCCCTATTCCCATTGTGTCCTCACATCTGCCATCTCTTCCTGTCCCCAT 
CTAT6CTTTGTGCCCCCCATCCCTTACCCCATCCCCACGTGTCCCTGTGG 
TGCCACCTCCACACGTGTCCCCGTGTCCCCACAGCGGGGCCGTGGCGCAA 

taacactgtgatgtggcgctgctgccgggacggagcgacggcgctgccca 
tccgtgccacgtgccagcagaggggacagcgggtgacgacggccgggggc 
tgccgagacgccttcctggagtgctgtgaggtggcacagaatctgcggcg 
gaagggacagcgcggggggttggcacggggtgagtgtcagcagtgtcccc 
aaagcggggaggggtgacctggggtggtggcggtggggtgtgggggagtt 
gtagaaatggggaccccattggtgtggggaggtttggataaggggtcccc 
atgggtggtggcacatggggacatcccatagcctgggatcccatggttgg 
ggccatcccgtacctgggatccccacatgggaggatgtcccccgctgtcc 
ccatggcagtgatggaggcacagctggcagagcagctgttggatgatgat 
gaggacgtccccacgaggagcttcttccctgagagctggctgtggcgacg 
catccatgttgctggcactgcacggtgtgtccccgtgtgtccccatgtcc 
ccatgtccccatgactttgtgtccccgtgtccccatctccccatctcccc 
aggctctcagtgctgctccctgactccatcactacgtgggagattcaggc 
agtcgccatcgtccctggacatggtgagtgtcaccccctccaatggccct 
gcagtgtccccctgacatccccctcgtggtgtccccatgtcccccacgtc 
cccaagttcctatggtgtccccatgtcccccctctccccctccccccgga 
atgtccctgtgtccccgtggtgtccctgcactgccccgcagtgatgaggt 
cctggcagggctgtgcgtggcggagccgcagcgggtgacggtgacacagg 
acgtgcgtgtggcgctttggctgccccccagcatccggcccctagagcag 
atgcagctgcagcccctcatccacagcagactgccccgcagcatcaacgt 
aagccctatagagaccccataggcaccccagagatacctctttccctcta 
ataaataccactttgcttccaatagataaccctcctgccccataggtacc 
cctgtgctccatacttgccctgccacagcatacatacccctttccctcca 
acagatatgcgttgccccatagataccttctttctgccctatagataacc 
cctcatgccccacagattcccgtttcctttcaattggtaccccctgcccc 
tcatatatccccctctaccccacggatacccccttagacacccggtacca 
cttctgccccatggataccccctgtggcacatagataccgcttctgcccc 
acagatacccccttcctactccactgtcccacagcccccactgccccatg 
gccacccatagcctggtggcatcgggtgacagtgacggtgatgcaggtga 
cggtgacactgtcggcagtggagggggtgtgcgcggcgctggatggggtc —p—^ 
ccccagatgctggagctgcccccggggagggcagtggctgcacccctcac figure 10 
tctggtggccctccaccctggggacatccccatcaccatcaccgcccgcg 
ggccatgggggctgggggaccgtgtcacccgagtcctgcatgtcgaggtg 
agatcagtggggtcccctccagtcacctgggtcacctctggggtccctta 
aagccctgcgacctcctggacattgttgtccttgtgagcctgcggtcacc 
ctgaatactggggctgtcactttgaggttcatggacaccatgtccctgtg 
tccatggtggccctggacatgttggtccttatgggatctggggacatggg 
gtccttggtggtcctggatactgcagttgtccttttgtggacactatgtc 
cccatgtccttggtgggaatggtgtcatccattcccgcagcctgagggag 
agctgcacctggaggagagcacctacatcctggacgcagatggtgggtgt 
gaggactgggggacactggggaaactggggacgtggggccggaccctgtg 
gtgtggtgtccctacagataagcggagccggagcctgaagctgccggggg 
acgtccctgcagagatcgtccctgatggggacttcagcatgagcatccgt 
gtcagtggtgtgtggggatggggacatggggtggggacatgggggtgggt 
actgggaacgtggtggggatgtggtggtgggcataggggacatggggaca 
tgggaggacatttgttggggacattgatgtccatccctgatcatctctct 
gtccctatgtccccatacccatgtgtgtggccatgtccgcacgctgtgcc 
cctgtgtgtgtcccctgggtgtccccacatgtgctcacatccttattaca 
tccccacatctcctgtgtacaaccccgtgtgccctgatgtgtgcccctcc 
acacatccccatgggtgtcccaatgttcccatgtccctctgctcatcccc 
atccacatccccatgcct; 
tcctatccccatgtcccc 
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TATCCCTGTCCTTCAACTCCCCTCCCATCCCCACACCATCCCCATGTCTT 

CTGTCCCCACACCATCCCCATATCCCCCTGTCCCCCCTGTCCCTGTCCCA 

GGCCGGGTGCCGGGCTGGGCACTGCAGGGCGCTCTGGGGATAGGGGACTC 

TCTGCTCCGCTCCCCCCGGGGCTGTGGGGAGCAGTCCCTGATGTCAATGG 

CACCCACTGCTGCTGCTCTGCGCTTCCTGGATGAGAGCGAAGGGTGGGGG 

CAGCTGCCCCCAGGGCACCGACAGCGCGGCCTCAGAACCCTGCAGCAGGG 

TGAGCTATGGGGCAGGTTGTGCTTTATGGGGTGGGCAATGCTTTATGGGG 

TGTGCAGTGCTCCAAGGGATGTGCAGTGCTTCATGGGGGATGCAGTGGGG 

TTTGATTTGATTTGATTTATGGGTTTGCATTTCTCCTCCGAGGATTGCAT 

CTCTCTATGGTGTTTGCAATGGGATGTGCAGTGCTCCAGGTGGAGGTGCA 

GAGCCCTATGGGGGTGCAGTGCTGTGTAGGGGATGTCTGTGGTGTCCCCA 

ATGGTCTCTGATGTCCCCACAGGCTTCGAACGGGTGCAGAGCTTCCGCAA 

AAGTGACGGCTCCTATGGGGCATGGCTGCACCGGGACAGCAGCACCTGGT 

GAGGGGAGCGGGGATGATGTGGGGACATGGGGATAGTGAGGGGATGTGGG 

GATGCTGGGGTATGGGGATGTGAGGACATCATAGGGACATGAGCGGTGGG 

GCCATGTGGATTTGGGGACGTGGTGACACGGTGTCCTGGTGCAGGCTGAC 

GGCACTGGTGCTGCGTGTGCTGGCCCTGTCCCGGCCCTATTTGCCAGTGG 

CTGgCAGCGGCCCCGCTGCGTCCCTGCGGTGGGTGCTGGGGCAGCAGCGC 

CCAGATGGCGCCTTCTTGGAGCACAGGGCTGTGGTGCACCGTGAGATGCA 

GGTGGGTGACACATCACTGCTGTGTGCAATGTCCCCATGCAGGATCTCCC 

CCTGCAATGTCCCCTGAAGGTCCCTGCAGGCTGACCCCACATTACACTGT 

GTCACTCACGTGTCCCCGTGTCCCCAGGGTGGTGTGGCAGAeCCCGGCCC 

GGAGGCCACCGTGTCGCTGACGGCCTTCGTGGTGGTGGCCCTCCATGGTG 

CCCGCGCTCTGCTGCCCCCGGACAGCCCTGAGCTGCCCCTCCTGGTGAGT 

CCCATGTCCCCACCCCTGTGTCTTGGTCCTCATATCCATGTGTCCCTTGT 

GCCCCAT.CCCCCAAATCCCCACATCCCCCATATGTTCCCATACCCTGCTG 

TGTCCCCCCAGTGTTCCCCCGTCTTTCATTCTCCACTATCCCCCGTATTC 

CCATATGTCCCCCTGTCCACCAGTGTCCCCTCATCCCTCTGTGTCCCCCT 

GTCCCCCAGTGTCCCCCACGTCCCTGTATGTCCCCATGTCTCCTAGTGTC 

CCCCATGTCCGTGTCCTCCAGTATCCCCCATGCCTCCCCGTGTCTCTTCA 

TGCCCCACACTCCACGTCCCCACACTCCATGTCCCACTGCCACAGGACAA 

ATCCCTGTCCCGGGCCTCCACGTTCCTCCGGGGCCGCGTGGAGCAGTTGG 

GGACCTATGGGACAGCCATTACATCCTATGCATTGGCACTGGTGGACACC 

GCTCCTCCGGGGCCGCATCCGGCGGTGGAACGTCTGCGGGGCATGGCCCG 

GAGCGCCCACGGTGCGTCTGTCTCTGTCCCCATGGGGTGGTGGCACCTCT piguRg iq 

GTCCCCATGGCTGCCTCCTGGACCCCTCTGTCCCCTCCTTCAGATTCACT 

CTCATTCGAATCCTTCAATTTTATTCTCCCTCAAACTCTTCTTCTTTGTA 

TTCTTCACATTCATTCCTATTCAAATTGCTCTCCTTCCTGTCTGTTCTTC SUITE 1 

TTCAAATTCTTCTTCAATTTTGTTCTCCTGATTAATTCTCTTAAAATTAA 

CTCTCGATCAAGTTCTGCAGATTCGTTCCACTTCGGATGGATTCTTCTCC 

AAACTGTTCTTCAGATTCACTCTCCTTCAATTTCGTTCTTGTAATTAATT 

CTTCTTCAGAGTGATTCTTCAAACTCTTCTTCATGTTCTCTTCAAGTCCA 

TTCCCTGCACTGACTCCGGGTGCTCAGGACCCCCCCGTGACCCCATATGA 

CCCCATATGAACCCCCCATGACCTCCACAAAACCATATGACCCCGTGACC 

TCCCATGACCCCTCATGACCCCATATGACCCCCCATGACCCCATCCCTGT 

GCAGGTGGCCGTGCAACCTTCTGGCCATCCGGTGGCCCCGCAGCCACGGT 

GGAGGCGACGGGTTACGCCCTTCTGGCACTGCTGCAGAGCCGCGACATCG 

CCGGGGCTGCGAGGGCGGCACGGTGGCTCCGACAGCAGAGCAATTACGGG 

GGTGGCTTCCACTCCACGCAGGTGGGTGGGGGTCACTGACCCCCCGGGTG 

CCTCGGGGTGGGGGTGATTTGATCCCCAGGTACCTCTTTGGTGGCTGTGT' 

CCCCAACCTGCTTGGTGTTCCCGCAGGACACGCTGGTGGCCCTGGAGGCG 

CTGGCCCAGATGTGGCTGCACTGGGGCCGTGGGAACACAATGGGGCTGAA 

CCTGGGGCTCTCCTGGCCGGGGGGTGCCCGGGGGAGGGCTGGTGGCACTC 
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TGTCTGGACTTGGTAGGATGTAACATGAAGACACTGGGGACATGGTAGGA 
CATGGGGGACATGAGAACACGGGATGTGGGGGACATGGTAGGACATGATG 
GACACAGGGCTTTGGGGTCCTTGGGTCCTCGCTCTGTCCCCATGTCCCCA 
GGTGCCTCTGGGCAGCCCAGTGACAGTGCAGGTGGAGGGACACGGCGAAG 
GGACGCTGACGGTGGGTGGCTGCATGGACATTGGTGTCATCTCCAAGACC 
GATGTCCCCTCACAACCTCCCCTCATGGTGTCCCCTCATGCTGCCACGGT 
GTCCCCTGCTGTCCCATCATGGTGTCACGCTGTCCCCAGGTGCTCCGCCA 
GTTCCGCCTGCTGTCACCTCCGAACGCCACGTGCCAGGCGCTGCACCTGG 
AGGTGGCCATCACCGGCCCCATCCTGTACCATGGTGAGGCCCCACCCAAA 
GGCCCCGCCCCCTTTTCCTCGCGGGGGGCGTGCCCTCAACCCTGTTTTGC 
ATATCCCAACCCCCAGCAGATGAGGACTACGAGGACTACGAGGACTACGA 
GGAGGCGGAGCCTAAGGAGGGGGAGGAGCCTACGGAAGGGGCAGTGCCCG 
TGGAAGGGGCGGGGCCAGCAGATGACCCCGCCCCCCTCAGCCCCGTGTCC 
■ TTATGGGATGCCCGTAAGCGGCAACGCCGCAGCACACATAACCCTGCCCA 
CGAGGTGGCCTTCCTGGTCTGCTTCCGGTGAGGGGCGGAACTTCCTGTCC 
CTGGGGGCGGGTCTTCCTGCTGATGGGCGTGGCTTATTGCTGAGGGGCGT 
GGCCTGTTGTAGGCGGAGCCCAGGGGTGGCACTGACTGGGATGGCGGTGG 
TGGAGATCACTCTGCTCAGTGGCTTCTCACCCCATAGAGCTGACCTGGAC 
AAGGTAGGGGCCCAGGGGGACTTGTGGGACATGTTGGGGGGTTGAGGGGA 
GTTATGGGGTGTGGGGTTTGGGGGTGTTGGAGTTGTTGAGGTGGCAGAAT 
GTTTGGGTTGGAGTCATGGGATATGGGGCTATTGGGGTTTGAGGGTGTTG 
TGATGTTGGGAAACATTGAATtGGGGTTGTTGAGTTTGAGGGTGTTGGGG 
TGTGCGGGTGCAGAGCTGCAGCTGCTGGGTTGGAGTATTAAGGTGTTGGG 
ATGTTGGGGTGTTGGATGGCTTGGATGCGGGTGTTGGGGTGGGCACGTAT 
CTGGGTGCTGCTGTCCCACAACAGCTGCGGGACGTGGTGGATCACTGGAT 
CAGTCACTATGAGTTGGAAGGAAACCAGTTGGTGCTATACCTGGATGAGG 
TGTGTCCTCCCGTGTCACCCTATAACCCCAGTGGCCCCATGTTCTCATAT 
CCCCCATGTCCCCGTGTCCCCACACCATATCCCATTCTCCCCACACATCC 
CCGTGTTCCACCACGTGTCCTCATTTCTGTCCCTGTCCCCAGGTCCCCCC 
CGAGCGGCAGTGTCTCAGTTTTGGGGCCACCCAGGACGCGGCTGTGGGTC 
ACATGCAGCCGGCAATGGCAGCCATCTATGACTACTATGAGCCTGGTGGG 
TGGGGCCTTCAGTGGGAGGGGCCTAAATGGGTGGTGGTCTTCATGGGTGT 
GACCATTGGAGGAGGCGTGGCCGATCTGACCCCTCCATGCCCCATCCAGG 
ACAGCGCTGCACCGTCTTCTACAACGCCCCCCAAAGGAGCAGCACCATCG 
CCACACTGTGCTCCCCCAAAATCTGTGAATGCGCCCAAGGTAGGACCCCA 
CTGTGACTCCATATGTAGGGCCCCCATCCAGTGAACCCCCACATCCTCCT 
CCTAATTTTTGAAGATCTGGGGGTGAAATTATGGGGTTTATAGGGGAGCG 
TGGTTGAGTGACATGCAGGACATGGAGGGAACCCACACCAAGAACCTTGT FIGURE 10 

GTTTTGGGTCCCTGATGATGTTGGGAGATCCTATTGATGTTGGTGGTCCC 

CAGGGGGGTGTCCCCAAGCCCAAAGGAGGACACAGGAGGTGACAGCTGAT 

GACCGCCATGACTTTGCCTGCTACAGCCCCCGCGTGGACTATGGTGAGAT SUITE 2 

CCCAAATCACTGCACCTCAAACCTGACCCCAAATTGGCTGCATCCCGAAC 

CCCAACTGCCCTAAATCCCATCTGCTGCCCCTGAGTCCCACAGCTGCACA 

CTGTACCCCACAAGTGGCCCCTGAAGCCTAAAAACATTCACGAGGATTTT 

GTAGTTTTCTCCCTGTACCCCAGTTGTCCCTCTGACCCCAAGAACCCCAC 

AGCTGCCCTATGCTGTCCCCTGCCCGCCATAACTCCTCTGATACAATAAC 

CCCCGTGACCCCATCTTTATGACCTCCATGACCTTTGACCCCCAGCACTG 

GTGGTTCGGGTGCTGTCCCAGAGTGAGATAGGGGCTTTTGTGGCGTTTGA 

GACGGAAATCAAGGAGGTGCTGCTTGAAGGTGAGACTGAGGGTAGTGGGA 

CGGACTGGAAGGTGAGAATGGGAGCACTGGGAGAGGCAGGGAGTACTGAG 

AGGGACTGGGAATGACTGGAAATTGAGACTGGGTGGACTGGGAACTCTGG 

TAGAGACTGAATGGGTATACTGGGAACACTGGAAGAAGTTGTGGGATGAG 

AAGAGGATGCTGGGATAGGAGACCCCCCCCCTTGTGCTAGGGGGGTCTCT 

CAGCCATACTGGCACAATATGAGAGTATACTGGGTGGTACTGGGAAAGCT 
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CCCCTGGGGAGCGGAGGCGGCTGCTGGTGCGGAAGAGCTGCCCACTGCGC 

CTGCAACTCCACAACATCTACCTGGTGATGGGGGGCAGCGGGAGGACGCG 

GGACCCTGAGGGGCGGTGAGAAGGGGCTGTGCCCCATGTCCACATGTCCC 

TGTGTTCTCATGTTCCCATGTCCCATATCCCAGTGTTCCTAACCCCATAT 

CCTTGACCTTGAGCCCATACCCTGATATCCCTGACCCTGTCCCCATTCTC 

AGCCCCCAGTTCCTGCTGGGCCCCCACTCATGGTTGGAGGAGGTGCCATC 

CCCTGGACGCTGTAAGGCCACAAGGTTGCGGGGTTACTGCGCCCAACTGC 

AGGAGTTCCGCACCCGCCTGAGCCAACTGGGCTGCCAGCTGTGAGCCCCT 

GGGAGCCACTGGGAGCATGTTGGGTGCAGCTGGGACCATTCTGGGGGTGA 

AGTGGTACCACTGTTGGATCAGTTGGGATCAATTGGGAATAAACTAGTGT 

TGACTGGGACCGTGTTGTGACCAACTGGAAGTGTGTTGGAAGAAACTGAG 

AGCTGCTGGGGTTGAGTGGGAGCAACTGGAACTGTGTTGGAACAAACAGG 

GGACCAACTGGGATCACACTGTGGTCAGCTGGGATCACACTGGGTCAAAA 

AAGATCACAGTGGCCCAATTGGGGTCATACTGGGGTGAGCTGGGATCAGA 

ACGAGTTTAATAAACGTACAGTCGTCCGAGCCACCACAGAGTCAGCCCTC 

CAGCGGCGCAGAGCGGCGCAGCGCGCACTGGCTGCCCGCGGTAAGCGGAT 

GTGACGTCACTTCGCGGCGCGCTATTCGAACTCCAGCAGCGCCCCGCGGA 

GCGCCCCAATGCCGCGGCCCAAACCGCGCAGCCCCCGGCGCCGGGGCCGC 

CCCCCCCCGGCCGCCCCCCCGCCACCCCCCGCGCGGCCTCGCGGTGAGTG 

CAGCCCGTAGGAGTGCGGAGTGTGGGGGCGGGGGGGGGGGCGTCTGGAGC 

GGAGC CTTTATCACCGCTGTTTTCCCGATTTCCCCGTCTTTTCGCCCCGT 

TTCAGCCCGCCGGTACCGGCCCGGTCAGAGGGCGCTGCGGGAGATCCGCC 

GCTATCAGAGCAGCACCGCTCTGCTGCTGCGCCGCCAGCCCTTCGCGCGC 

GTGGTAACGGGACTGCCCCGGAACGGGACACCCCCCAACCCCCCCAACGG 

GACCATCeCCCCACGGATGGATCCCCCCCCACACACATCCAACGTGGGAC p-rp,rpp 

CCCCCGCCCCAAAATGAGATCTCAACGTGAGATCTGGGGGCCTCAAAATG ^ ^^^^ 

AGACACTCTCCCCCCTCCCCCAACGGAACACCCCGAAAATGGGACCACAC 

ATAAAAGTGGGGACTCCCCTCCTCCCCCCCGCCCCGTCAAAATGGAACAC 

CCCCAACTGGACCTTTCAAAAAATAACATTCCCCTCCCCCCAAAAATGGG SUITE 3 

ACTTACCACAAAGTGGGATCTTCCCCCAAAATGAACACCCCCTCAAAATG 

AGACCCCTCGGACCCCCCCCAACCCCTCTGCACCCATCNGCCGTCGTGCA 

CG<?AAGGGAAAGGCTGTAGGGTACATCTACCCTTATTTCTTGGGTTTGTG 

TTTTGTTTTGTTGTTATTTAGAAGCAAAACCAAGACAACAAAGCCCAGCC 

AATGCCATTTCCTGGCAGTGGACGCAGGCGCAGGCGGGTTGGTCACAAAG 

CAAGAAGTTGCTGCGGGACTTTGTCGTTTTGGGGCCGTTCTCGTGAACTT 

CTGAGCCATGGATGAGGAAATTACTTATGCTGATTTAAGGCATCCTACGG 

GCAGTTTGCCTCCTGCTAAGCGGCAGCGCGGTAAGGGATGCTCTGTGTGG 

TGGGTGCTCACCGCAGGCTTGGTTTGGGGGCTTGCTGTTCTCTGAGAAAC 

ACCAGCAATGCTGGTTGGGTTCTGGGTCCACCCTGGCTTGTATGGGGGAG 

TAAAGGAAGGGGTGGGGGAGAAGGAAGCCTGGGAATGGCCAGAGGTGTGG 

TGGTTTT 
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GTCCCTATTCCCATTGTGTCCTCACATCTGCCATCTCTTCCTGTCCCCAT 

CTATGCTTTGTGCCCCCCATCCCTTACCCCATCCCCACGTGTCCCTGTGG 

TGCCACCTCCACACGTGTCCCCGTGTCCCCACAGCGGGGCCGTGGCGCAA 

TAACACTGTGATGTGGCGCTGCTGCCGGGACGGAGCGACGGCGCTGCCCA 

TCCGTGCCACGTGCCAGCAGAGGGGACAGCGGGTGACGACGGCCGGGGGC 

TGCCGAGACGCCTTCCTGCAGTGCTGTGAGGTGGCACAGAATCTGCGGCG 

GAAGGGACAGCGCGGGGGGTTGGCACGGGGTGAGTGTCAGCAGTGTCCCC 

AAAGCGGGGAGGGGTGACCTGGGGTGGTGGCGGTGGGGTGTGGGGGAGTT 

GTAGAAATGGGGACCCCATTGGTGTGGGGAGGTTTGGATAAGGGGTCCCC 

ATGGGTGGTGGCACATGGGGACATCCCATAGCCTGGGATCCCATGGTTGG 

GGCCATCCCGTACCTGGGATCCCCACATGGGAGGATGTCCCCCGCTGTCC 

CCATGGCAGTGATGGAGGCACAGCTGGCAGAGCAGCTGTTGGATGATGAT 

GAGGACGTCCCCACGAGGAGCTTCTTCCCTGAGAGCTGGCTGTGGCGACG 

CATCCATGTTGCTGGCACTGCACGGTGTGTCCCCGTGTGTCCCCATGTCC 

CCATGTCCCCATGACTTTGTGTCCCCGTGTCCCCATCTCCCCATCTCCCC 

AGGCTCTCAGTGCTGCTCCCTGACTCCATCACTACGTGGGAGATTCAGGC 

AGTCGCCATCGTCCCTGGACATGGTGAGTGTCACCCCCTCCAATGGCCCT 

GCAGTGTCCCCCTGACATCCCCCTCGTGGTGTCCCCATGTCCCCCACGTC 

CCCAAGTTCCTATGGTGTCCCCATGTCCCCCCTCTCCCCCTCCCCCCGGA 

ATGTCCCTGTGTCCCCGTGGTGTCCCTGCACTGCCCCGCAGtGATGAGGT 

CCTGGCAGGGCTGTGCGTGGCGGAGCCGCAGCGGGTGACGGTGACACAGG 

ACGTGCGTGTGGCGCTTTGGCTGCCCCCCAGCATCCGGCCCCTAGAGCAG 

ATGCAGCTGCAGCCCCTCATCCACAGCAGACTGCCCCGCAGCATCAACGT 

AAGCCCTATAGAGACCCCATAGGCACCCCAGAGATACCTCTTTCCCTCTA 

ATAAATACCACTTTGCTTCCAATAGATAACCCTCCTGCCCCATAGGTACC 

CCTGT.GCTCCATACTTGCCCTGCCACAGCATACATACCCCTTTCCCTCCA 

ACAGATATGCGTTGCCCCATAGATACCTTCTTTCTGCCCTATAGATAACC 

CCTCATGCCCCACAGATTCCCGTTTCCTTTCAATTGGTACCCCCTGCCCC FIGURE 10 

TCATATATCCCCCTCTACCCCACGGATACCCCCTTAGACACCCGGTACCA 

CTTCTGCCCCATGGATACCCCCTGTGGCACATAGATACCGCTTCTGCCCC SUITE A 
ACAGATACCCCCTTCCTACTCCACTGTCCCACAGCCCCCACTGCCCCATG 
GCCACCCATAGCCTGGTGGCATCGGGTGACAGTGACGGTGATGCAGGTGA 
CGGTGACACTGTCGGCAGTGGAGGGGGTGTGCGCGGCGCTGGATGGGGTC 
CCCCAGATGCTGGAGCTGCCCCCGGGGAGGGCAGTGGCTGCACCCCTCAC 
TCTGGTGGCCCTCCACCCTGGGGACATCCCCATCACCATCACCGCCCGCG 
GGCCATGGGGGCTGGGGGACCGTGTCACCCGAGTCCTGCATGTCGAGGTG 
AGATCAGTGGGGTCCCCTCCAGTCACCTGGGTCACCTCTGGGGTCCCTTA 
AAGCCCTGCGACCTCCTGGACATTGTTGTCCTTGTGAGCCTGCGGTCACC 
CTGAATACTGGGGCTGTCACTTTGAGGTTCATGGACACCATGTCCCTGTG 
TCCATGGTGGCCCTGGACATGTTGGTCCTTATGGGATCTGGGGACATGGG 
GTCCTTGGTGGTCCTGGATACTGCAGTTGTCCTTTTGTGGACACTATGTC 
CCCATGTCCTTGGTGGGAATGGTGTCATCCATTCCCGCAGCCTGAGGGAG 
AGCTGCACCTGGAGGAGAGCACCTACATCCTGGACGCAGATGGTGGGTGT 
GAGGACTGGGGGACACTGGGGAAACTGGGGACGTGGGGCCGGACCCTGTG 
GTGTGGTGTCCCTACAGATAAGCGGAGCCGGAGCCTGAAGCTGCCGGGGG 
ACGTCCCTGCAGAGATCGTCCCTGATGGGGACTTCAGCATGAGCATCCGT 
GTCAGTGGTGTGTGGGGATGGGGACATGGGGTGGGGACATGGGGGTGGGT 
ACTGGGAACGTGGTGGGGATGTGGTGGTGGGCATAGGGGACATGGGGACA 
TGGGAGGACATTTGTTGGGGACATTGATGTCCATCCCTGATCATCTCTCT 
GTCCCTATGTCCCCATACCCATGTGTGTGGCCATGTCCGCACGCTGTGCC 
CCTGTGTGTGTCCCCTGGGTGTCCCCACATGTGCTCACATCCTTATTACA 
TCCCCACATCTCCTGTGTACAACCCCGTGTGCCCTGATGTGTGCCCCTCC 
ACACATCCCCATGGGTGTCCCAATGTTCCCATGTCCCTCTGCTCATCCCC 
ATCCACATCCCCATGCCTATCCCCT 
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TATCCCTGTCCTTCAACTCCCCTCCCATCCCCACACCATCCCCATGTCTT 
CTGTCCCCACACCATC.CCCATATCCCCCTGTCCCCCCTGTCCCTGTCCCA 
.GGCCGGGTGCCGGGCTGGGCACTGCAGGGCGCTCTGGGGATAGGGGACTC 
TCTGCTCCGCTCCCCCCGGGGCTGTGGGGAGCAGTCCCTGATGTCAATGG 
CACCCACTGCTGCTGCTCTGCGCTTCCTGGATGAGAGCGAAGGGTGGGGG 
CAGCTGCCCCCAGGGCACCGACAGCGCGGCCTCAGAACCCTGCAGCAGGG 
TGAGCTATGGGGCAGGTTGTGCTTTATGGGGTGGGCAATGCTTTATGGGG 
TGTGCAGTGCTCCAAGGGATGTGCAGTGCTTCATGGGGGATGCAGTGGGG 
TTTGATTTGATTTGATTTATGGGTTTGCATTTCTCCTCCGAGGATTGCAT 
CTCTCTATGGTGTTTGCAATGGGATGTGCAGTGCTCCAGGTGGAGGTGCA 
GAGCCCTATGGGGGTGCAGTGCTGTGTAGGGGATGTCTGTGGTGTCCCCA 
ATGGTCTCTGATGTCCCCACAGGCTTCGAACGGGTGCAGAGCTTCCGCAA 
AAGTGACGGCTCCTATGGGGCATGGCTGCACCGGGACAGCAGCACCTGGT 
GAGGGGAGCGGGGATGATGTGGGGACATGGGGATAGTGAGGGGATGTGGG 
GATGCTGGGGTATGGGGATGTGAGGACATCATAGGGACATGAGCGGTGGG 
GCCATGTGGATTTGGGGACGTGGTGACACGGTGTCCTGGTGCAGGCTGAC 
GGCACTGGTGCTGCGTGTGCTGGCCCTGTCCCGGCCCTATTTGCCAGTGG 
CTGCCAGCGGCCCCGCTGCGTCCCTGCGGTGGGTGCTGGGGCAGCAGCGC 
CCAGATGGCGCCTTCTTGGAGCACAGGGCTGTGGTGCACCGTGAGATGCA 
GGtGGGTGACACATCACTGCTGTGTGCAATGTCCCCATGCAGGATCTCCC 
CCTGCAATGTCCCCTGAAGGTCCCTGCAGGCTGACCCCACATTACACTGT 
GTCACTCACGTGTCCCCGTGTCCCCAGGGTGGTGTGGCAGACCCCGGCCC 
GGAGGCCACCGTGTCGCTGACGGCCTTCGTGGTGGTGGCCCTCCATGGTG 
CCCGCGCTCTGCTGCCCCCGGACAGCCCTGAGCTGCCCCTCCTGGTGAGT 
CCCATGTCCCCACCCCTGTGTCTTGGTCCTCATATCCATGTGTCCCTTGT 
(SCCCCATCCCCCAAATCCCCACATCCCCCATATGTTCCCATACCCTGCTG 
TGTCCCCCCAGTGTTCCCCCGTCTTTCATTCTCCACTATCCCCCGTATTC 
CCATATGTCCCCCTGTCCACCAGTGTCCCCTCATCCCTCTGTGTCCCCCT 
GTCCCCCAGTGTCCCCCACGTCCCTGTATGTCCCCATGTCTCCTAGTGTC FIGURE 10 

CCCCATGTCCGTGTCCTCCAGTATCCCCCATGCCTCCCCGTGTCTCTTCA 

TGCCCCACACTCCACGTCCCCACACTCCATGTCCCACTGCCACAGGACAA 

ATCCCTGTCCCGGGCCTCCACGTTCCTCCGGGGCCGCGTGGAGCAGTTGG SUITE 5 

GGACCTATGGGACAGCCATTACATCCTATGCATTGGCACTGGTGGACACC 

GCTCCTCCGGGGCCGCATCCGGCGGTGGAACGTCTGCGGGGCATGGCCCG 

GAGCGCCCACGGTGCGTCTGTCTCTGTCCCCATGGGGTGGTGGCACCTCT 

GTCCCCATGGCTGCCTCCTGGACCCCTCTGTCCCCTCCTTCAGATTCACT 

CTCATTCGAATCCTTCAATTTTATTCTCCCTCAAACTCTTCTTCTTTGTA 

TTCTTCACATTCATTCCTATTCAAATTGCTCTCCTTCCTGTCTGTTCTTC 

TTCAAATTCTTCTTCAATTTTGTTCTCCTGATTAATTCTCTTAAAATTAA 

CTCTCGATCAAGTTCTGCAGATTCGTTCCACTTCGGATGGATTCTTCTCC 

AAACTGTTCTTCAGATTCACTCTCCTTCAATTTCGTTCTTGTAATTAATT 

CTTCTTCAGAGTGATTCTTCAAACTCTTCTTCATGTTCTCTTCAAGTCCA 

TTCCCTGCACTGACTCCGGGTGCTCAGGACCCCCCCGTGACCCCATATGA 

CCCCATATGAACCCCCCATGACCTCCACAAAACCATATGACCCCGTGACC 

TCCCATGACCCCTCATGACCCCATATGACCCCCCATGACCCCATCCCTGT 

GCAGGTGGCCGTGCAACCTTCTGGCCATCCGGTGGCCCCGCAGCCACGGT 

GGAGGCGACGGGTTACGCCCTTCTGGCACTGCTGCAGAGCCGCGACATCG 

CXTGGGGCTGCGAGGGCGGCACGGTGGCTCCGACAGCAGAGCAATTACGGG 

GGTGGCTTCCACTCCACGCAGGTGGGTGGGGGTCACTGACCCCCCGGGTG 

CCTCGGGGTGGGGGTGATTTGATCCCCAGGTACCTCTTTGGTGGCTGTGT 

CCCCAACCTGCTTGGTGTTCCCGCAGGACACGCTGGTGGCCCTGGAGGCG 

CTGGCCCAGATGTGGCTGCACTGGGGCCGTGGGAACACAATGGGGCTGAA 

CCTGGGGCTCTCCTGGCCGGGGGGTGCCCGGGGGAGGGCTGGTGGCACTC 

AGGTTATGCTGAAGCCGGGGCTGGAGCCGCTGGAGCAGGAGCTGCAGGTG 
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TGTCTGGACTTGGTAGGATGTAACATGAAGACACTGGGGACATGGTAGGA 

CATGGGGGACATGAGAACACGGGATGTGGGGGACATGGTAGGACATGATG 

GACACAGGGCTTTGGGGTCCTTGGGTCCTCGCTCTGTCCCCATGTCCCCA 

GGTGCCTCTGGGCAGCCCAGTGACAGTGCAGGTGGAGGGACACGGCGAAG 

GGACGCTGACGGTGGGTGGCTGCATGGACATTGGTGTCATCTCCAAGACC 

GATGTCCCCTCACAACCTCCCCTCATGGTGTCCCCTCATGCTGCCACGGT 

GTCCCCTGCTGTCCCATCATGGTGTCACGCTGTCCCCAGGTGCTCCGCCA 

GTTCCGCCTGCTGTCACCTCCGAACGCCACGTGCCAGGCGCTGCACCTGG 

AGGTGGCCATCACCGGCCCCATCCTGTACCATGGTGAGGCCCCACCCAAA 

GGCCCCGCCCCCTTTTCCTCGCGGGGGGCGTGCCCTCAACCCTGTTTTGC 

ATATCCCAACCCCCAGCAGATGAGGACTACGAGGACTACGAGGACTACGA 

GGAGGCGGAGCCTAAGGAGGGGGAGGAGCCTACGGAAGGGGCAGTGCCCG 

TGGAAGGGGCGGGGCCAGCAGATGACCCCGCCCCCCTCAGCCCCGTGTCC 

TTATGGGATGCCCGTAAGCGGCAACGCCGCAGCACACATAACCCTGCCCA 

CGAGGTGGCCTTCCTGGTCTGCTTCCGGTGAGGGGCGGAACTTCCTGTCC 

CTGGGGGCGGGTCTTCCTGCTGATGGGCGTGGCTTATTGCTGAGGGGCGT 

GGCCTGTTGTAGGCGGAGCCCAGGGGTGGCACTGACTGGGATGGCGGTGG 

TGGAGATCACTCTGCTCAGTGGCTTCTCACCCCATAGAGCTGACCTGGAC 

AAGGTAGGGGCCCAGGGGGACTTGTGGGACATGTTGGGGGGTTGAGGGGA 

GTTATGGGGTGTGGGGTTTGGGGGTGTTGGAGTTGTTGAGGTGGCAGAAT 

GTTTGGGTTGGAGTCATGGGATATGGGGCTATTGGGGTTTGAGGGTGTTG 

TGATGTTGGGAAACATTGAATTGGGGTTGTTGAGTTTGAGGGTGTTGGGG 

TGTGCGGGTGCAGAGCTGCAGCTGCTGGGTTGGAGTATTAAGGTGTTGGG 

ATGTTGGGGTGTTGGATGGCTTGGATGCGGGTGTTGGGGTGGGCACGTAT 

CTGGGTGCTGCTGTCCCACAACAGCTGCGGGACGTGGTGGATCACTGGAT 

CAGTCACTATGAGTTGGAAGGAAACCAGTTGGTGCTATACCTGGATGAGG 

TGTGTCCTCCCGTGTCACCCTATAACCCCAGTGGCCCCATGTTCTCATAT 

CCCCCATGTCCCCGTGTCCCCACACCATATCCCATTCTCCCCACACATCC 

CCGTGTTCCACCACGTGTCCTCATTTCTGTCCCTGTCCCCAGGTCCCCCC FIGURE 10 

CGAGCGGCAGTGTCTCAGTTTTGGGGCCACCCAGGACGCGGCTGTGGGTC 

ACATGCAGCCGGCAATGGCAGCCATCTATGACTACTATGAGCCTGGTGGG 

TGGGGCCTTCAGTGGGAGGGGCCTAAATGGGTGGTGGTCTTCATGGGTGT SUITE 6 

GACCATTGGAGGAGGCGTGGCCGATCTGACCCCTCCATGCCCCATCCAGG 

ACAGCGCTGCACCGTCTTCTACAACGCCCCCCAAAGGAGCAGCACCATCG 

CCACACTGTGCTCCCCCAAAATCTGTGAATGCGCCCAAGGTAGGACCCCA 

CTGTGACTCCATATGTAGGGCCCCCATCCAGTGAACCCCCACATCCTCCT 

CCTAATTTTTGAAGATCTGGGGGTGAAATTATGGGGTTTATAGGGGAGCG 

TGGTTGAGTGACATGCAGGACATGGAGGGAACCCACACCAAGAACCTTGT 

GTTTTGGGTCCCTGATGATGTTGGGAGATCCTATTGATGTTGGTGGTCCC 

CAGGGGGGTGTCCCCAAGCCCAAAGGAGGACACAGGAGGTGACAGCTGAT 

GACCGCCATGACTTTGCCTGCTACAGCCCCCGCGTGGACTATGGTGAGAT 

CCCAAATCACTGCACCTCAAACCTGACCCCAAATTGGCTGCATCCCGAAC 

CCCAACTGCCCTAAATCCCATCTGCTGCCCCTGAGTCCCACAGCTGCACA 

CTGTACCCCACAAGTGGCCCCTGAAGCCTAAAAACATTCACGAGGATTTT 

GTAGTTTTCTCCCTGTACCCCAGTTGTCCCTCTGACCCCAAGAACCCCAC 

AGCTGCCCTATGCTGTCCCCTGCCCGCCATAACTCCTCTGATACAATAAC 

CCCCGTGACCCCATCTTTATGACCTCCATGACCTTTGACCCCCAGCACTG 

GTGGTTCGGGTGCTGTCCCAGAGTGAGATAGGGGCTTTTGTGGCGTTTGA 

GACGGAAATCAAGGAGGTGCTGCTTGAAGGTGAGACTGAGGGTAGTGGGA 

CGGACTGGAAGGTGAGAATGGGAGCACTGGGAGAGGCAGGGAGTACTGAG 

AGGGACTGGGAATGACTGGAAATTGAGACTGGGTGGACTGGGAACTCTGG 

TAGAGACTGAATGGGTATACTGGGAACACTGGAAGAAGTTGTGGGATGAG 

AAGAGGATGCTGGGATAGGAGACCCCCCCCCTTGTGCTAGGGGGGTCTCT 

CAGCCATACTGGCACAATATGAGAGTATACTGGGTGGTACTGGGAAAGCT 

GGGAGGACTCATACTGGTBE0ILaiB:DErREMPl3aJB«SPf^ 
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CCCCTGGGGAGCGGAGGCGGCTGCTGGTGCGGAAGAGCTGCCCACTGCGC 

CTGCAACTCCACAACATCTACCTGGTGATGGGGGGCAGCGGGAGGACGCG 

GGACCCTGAGGGGCGGTGAGAAGGGGCTGTGCCCCATGTCCACATGTCCC 

TGTGTTCTCATGTTCCCATGTCCCATATCCCAGTGTTCCTAACCCCATAT 

CCTTGACCTTGAGCCCATACCCTGATATCCCTGACCCTGTCCCCATTCTC 

AGCCCCCAGTTCCTGCTGGGCCCCCACTCATGGTTGGAGGAGGTGCCATC 

CCCTGGACGCTGTAAGGCCACAAGGTTGCGGGGTTACTGCGCCCAACTGC 

AGGAGTTCCGCACCCGCCTGAGCCAACTGGGCTGCCAGCTGTGAGCCCCT 

GGGAGCCACTGGGAGCATGTTGGGTGCAGCTGGGACCATTCTGGGGGTGA 

ACTGGTACCACTGTTGGATCAGTTGGGATCAATTGGGAATAAACTAGTGT 

TGACTGGGACCGTGTTGTGACCAACTGGAAGTGTGTTGGAAGAAACTGAG 

AGCTGCTGGGGTTGAGTGGGAGCAACTGGAACTGTGTTGGAACAAACAGG 

GGACCAACTGGGATCACACTGTGGTCAGCTGGGATCACACTGGGTCAAAA 

AAGATCACAGTGGCCCAATTGGGGTCATACTGGGGTGAGCTGGGATCAGA 

ACGAGTTTAATAAACGTACAGTCGTCCGAGCCACCACAGAGTCAGCCCTC 

CAGCGGCGCAGAGCGGCGCAGCGCGCACTGGCTGCCCGCGGTAAGCGGAT 

GTGACGTCACTTCGCGGCGCGCTATTCGAACTCCAGCAGCGCCCCGCGGA 

GCGCCCCAATGCCGCGGCCCAAACCGCGCAGCCCCCGGCGCCGGGGCCGC 

CCCCCCCCGGCCGCCCCCCCGCCACCCCCCGCGCGGCCTCGCGGTGAGTG 

CAGCCCGTAGGAGTGCGGAGTGTGGGGGCGGGGGGGGGGGCGTCTGGAGC ,;,-rpTjpp 

GGAGCCTTTATCACCGCTGTTTTCCCGATTTCCCCGTCTTTTCGCCCCGT 

TTCAGCCCCJCCGGTACCGGCCCGGTCAGAGGGCGCTGCGGGAGATCCGCC 

GCTATCAGAGCAGCACCGCTCTGCTGCTGCGCCGCCAGCCCTTCGCGCGC 

GTGGTAiACGGGACTGCCCCGGAACGGGACACCCCCCAACCCCCCCAACGG SUITE 7 

GACCATCCCCCCACGGATGGATCCCCCCCCACACACATCCAACGTGGGAC 

CCCCCGCCCCAAAATGAGATCTCAACGTGAGATCTGGGGGCCTCAAAATG 

AGACACTCTCCCCCCTCCCCCAACGGAACACCCCGAAAATGGGACCACAC 

ATAAAAGTGGGGACTCCCCTCCTCCCCCCCGCCCCGTCAAAATGGAACAC 

CCCCAACTGGACCTTTCAAAAAATAACATTCCCCTCCCCCCAAAAATGGG 

ACTTACCACAAAGTGGGATCTTCCCCCAAAATGAACACCCCCTCAAAATG 

AGACCCCTCGGACCCCCCCCAACCCCTCTGCACCCATCNGCCGTCGTGCA 

CGGAAGGGAAAGGCTGTAGGGTACATCTACCCTTATTTCTTGGGTTTGTG 

TTTTGTTTTGTTGTTATTTAGAAGCAAAACCAAGACAACAAAGCCCAGCC 

AATGCCATTTCCTGGCAGTGGACGCAGGCGCAGGCGGGTTGGTCACAAAG 

CAAGAAGTTGCTGCGGGACTTTGTCGTTTTGGGGCCGTTCTCGTGAACTT 

CTGAGCCATGGATGAGGAAATTACTTATGCTGATTTAAGGCATCCTACGG 

GCAGTTTGCCTCCTGCTAAGCGGCAGCGCGGTAAGGGATGCTCTGTGTGG 

TGGGTGCTCACCGCAGGCTTGGTTTGGGGGCTTGCTGTTCTCTGAGAAAC 

ACCAGCAATGCTGGTTGGGTTCTGGGTCCACCCTGGCTTGTATGGGGGAG 

TAAAGGAAGGGGTGGGGGAGAAGGAAGCCTGGGAATGGCCAGAGGTGTGG 

TGGTTTT 
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AGAAGAGCCCCGTGATGTCCTCCAGGTGCGGTCCCTCGGTGCCTGTGGGG 

ACAACGACAGCCCTAAGCACAGTGTCACCATCCTGGGTGGGGTCCCCAAC 

CCAAATCCATGATCTCCCATTGTCCCAGGCCATGGTCCTGATGTCCCTCA 

GACCCTCCTAACCATGGTCCCAGCATCCCAATACCTCCACGTGTTTCCAA 

TATCCCCACATCCCCCCTCACCAGCCAGGAGCAGTCGGACGGAGACACGC 

ATTGGTTTGGCCAGTGCAGTGTGGGTGACAACGCAGCTGTAGATGTCCCC 

GTGGTGTTGGGGGCGTGCGGGGATCAGCCGTGCTGCCGCCGTCCGGCTGT 

AGGTTCCATCGGCTGCCTGGCGGTGACCTGAAGTCCAGCTGTCCATCACT 

GTGTCCCTGGGTGACTGTGATGTCCCCGAGCCCCCGGCGCGGCGCTGCCA 

CGTCACCGTCACATCCAAGGGGTAGAAGCCAGACACGTGGCAGCGTAGCT 

CTGCTGACGTCCCCGGGGCCACCACCAGGTTCTTCGGGGACAGCGTCACC 

TTGGGGGGCTCTGGGAGACATGTGGGGGGACATCGGTCCCATATAGCCCA 

TAGGGCCCCTCCTATAGGGCTCATCCCCCCCTATAAACCTACAGGTGAAC 

TATGGGATGATGCCACCCCATCCTATAGTCCTCATAGGAATACCACCCGG pjcttt>e 

TCCCATCCACCCTATAGCCTCCATAGGAATACCACCCAGTCCCATCCACC ^-"•^"'^ 

CTACAGCCCCCCACAGGAATATCACCCAGTCCCATCCACCCTACAGCCCC 

CATAGGAATACCGCCTGCTCCCATATGTCCTATCTGACCAATAGGAATAC ^ 

CACCCAGTCATACACACTCCGTAGGAACACTGCCCAACCCCACACCCCAT SUITE 8 

AGGAACACCGCCTGCCCCACATGGACGCACCAAAGACGTGGAGCTGCAGC 

ACTGTCTGTGTGTGCCCGTGGGGCAGGAACACGGAGCAGATGTAGGTGCC 

CTCATCCCCCGGTGATGGCCGCGCCAGCCGCAGTGTCACCGCTGTCACCC 

CGTCCCCATCCCGTGTCCCCAGCAGCAGTTCGGCCCCGGGGGTGGCGCGG 

GGGGCGCGGGCGGTGGAACTGTCATAGG 
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CCAACTTCCTTTGGTTCAGGGAAGAAGACTCACCCACTGCTTTGGTTTGT 
TGCACTGGAAAAGCATGAAGAAAGCACCACATGATGAGAGGAACAGTTCA 
TCCCACAGCTCACGCAGGAAGAACCCATTTTTAATTTAATTTGGGAGGGA 
GCACTCACCCAGGTCTGAAGCTAGTTTATCTGCAATGAAACAAATAAGAA 
ATGCATGATGAGAAGGGTCAGAATATCATCCCATGGCTGATCCCATGGGA 
AGACCCCGAATCTCTTTGGTTTGCGGAGGAGGACTCACCCAACTGTGCAT 
TCCTTCCGTCTGCAAAGGGAAAGCAGAAACAGTG FIGURE 



SUITE 9 
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TGGGATCAAGTTGAGTAGACATAGCATCCTCGCTTTTAGACAAGACCTGC 

ACAGTATACCACCGTTTACTGTGCAGATAATGACCAAAAGCAATATGCGT 

CACACTTTTCTGGTGACAACGTCACAAAATGGCGGTCGTCAATCGTGACG 

AACAGCACAAACGCCCTTTCTCATCGAAGATTTCAATCTGCCAGACCTGG 

TGACGCGAACCGAGATGCAACGGTTTGCATACGCCGCGCACCCGCCCTTC 

TCGTGCCGAGCGGACGTGGTTAGCATTGATTTCCAGACCAACCACTTTTT 

GCTCACCTTCGGTACATAAATAACCGGCAACGGAACCGATACTTTCGGCC 

ATTACCACGGGTGCTCCTCCATGCAGCAACCCGAAAGGCTGCTTTGTCCG 

CGAGTCTACTGGCATTGTCGCTTCAAGGGTGTCATCACCAATATGTTCAA FTrireP in 

AGCGAATATCCAGGAACCCCACCATGTTTCCTTCACCCATAGCATTCAGT 

GCTTCCAGGGTGATTTTCCGTTTCCAGATCATTTAATAATCTCCAGTTAA 

AGCCTGCACAGGATGGCTTACCCCGTGCCTTCAACCCGTTTTATCTGGCT cirmr in - 
ACGGCAAGGAATATCCGGTT ^° 



FEUILLE DE REMPLACEMENT (REGLE 26) 



wo 99/27132 PCT/FR98/02501 



48/110 

AB3AllRE.txt 



gtttgggttctttaaccaaatatactcttttgtttttgcataaStSJc 
JJJ^SSJ^ttggtctgttgaatatataggagtggtggagagagtcgaaS 

J5!?7J!SS^T^T^ACAAAACACCGTTAAAAGTGAATTCATGGAGAAcSS 
fJ^S^J^^^^^^^^^^^^^^CACGAAACATAAATAATTTGCCGAxS 

SUITE 11 



FEUILLE DE REMPLACEMENT (REGLE 26) 



wo 99/27132 



PCT/FR98/02501 



49/110 

AB5B6FOR.txt 



TCACCTGGCTTTGCTGCTCCAGACCCCGCAGGAAGCGACCCCCCTGGCCC 

CTGGCATCCCGCAGCCCCACACGCAGCTGTGCACGGCCCCACACTGGCGC 

CCCATCTGGGAATCTGGGGGTCCAAAGGGTCAGTGGAGTCAGGCGGGTCC 

AAAGGTCAGTGCGGTCAGGAGGTCCCCAGATGTCAATAGGGTCAGGGGGA 

GGGATCCCAAAGGCCAATAAGGTCAAGGGGAGAGATTCCAAAGGTCAGTA 

GGGTCAAGGTGCCCCAGAGGTCAATAGGGTTGGGGGAACCCAAAGATTAT 

AGGGTCAAGGAGTGACCCCAAAGGACATCAGGGCCACTGATTTGGGGTGG 

ATGGGAGAGGAATTTGGGGAGTTCAGGAGAGTTGGAGGGGATTTGGGAGG 

TTTTGGAGGAGACAGATGGGGATTTTGGTGGGAATTTGGGGAAGATTGGG pTrrroi? 

TGGGATTTGGGATTTGGGTGGGATTTAGGTGGGGATTTGGGGGGATTTTG "GURE 10 

TCTCTGGGTGTCCCATAC 

SUITE 12 



FEUILLE DE REMPLACEMENT (REGLE 26) 



wo 99/27132 



PCT/FR98/02501 



50/110 

AB6E4FOR.txt 



CCTGAAACTTTGGGGTGAGCATCTCCATCAGGTCATCTGCAATGCAATGG 
GATCTTCCAGTCTTTGGGTTTTGTGCTCGTTGTGCCACTATTTTCATGGC 
ATCCTAAGATGGTGCTGTATTATTTTTGTGACACTGTAAGAGACTGGAGC 
AGAAATTTTGTCACAAATTAACAAAAAAAAAAAAAAAAAAAAAA 

FIGURE 10 



SUITE 13 



FEUILLE DE REMPLACEMENT (REGLE 26) 



wo 99/27132 



PCT/FR98/02501 



51/llG 
AB6G8REV.txt 



GTTCTATGATTTCTTTGGTCCGAATACCATGAAATCTGATATTTCCATTT 

CAGTATCTGAACTGGGTTCTCTGCTGGATCACAGTGGTCCACACAAAGAA 

GCAGAACAGTATATCGCTCGCGTCTTTAACGCAGACCGCAGCTACATGGT 

GACCAACGGTACTTCCACTGCGAACAAAATTGTTGGTATGTACTCTGCTC 

CAGCAGGCAGCACCATTCTGATTGACCGTAACTGCCACAAATCGCTGACC 

CACCTGATGATGATGAGCGATGTTACGCCAATCTATTTCCGCCCGACCCG 

TAACGCTTACGGTATTCTTGGTGGTATCCCACAGAGTGAATTCCAGCACG 

CTACCATTGCTAAGCGCGTGAAAGAAACACCAAACGCAACCTGGCCGGTA 

CATGCTGTAATTACCAACTCTACCTATGATGGTCTGCTGTACAACACCGA 

CTTCATCAAGAAAACACTGGATGTGAAATCCATCCACTTTGACTCCGCGT 

GGGTGCCTTACACCAACTTCTCACCGATTTACGAAGGTAAATGCGGTATG 

AGCGGTGGCCGTGTAGAAGGGAAAGTGATTTACGAAACCCAGTCCACTCA FIGURE 10 

CAAACTGCTGGCGGCGTTCTCTCAGGCTTCCATGATCCACGTTTAAGGTG 

ACGTTAAACGAAAGAAACCTTTAACGAAAGCCTACATGATGCACAACAAC 

AACTTCTCCG SUITE lA 



FEUILLE DE REMPLACEMENT (REGLE 26) 



wo 99/27132 PCT/FR98/02501 

52/110 

B5F0R.txt 



CCACCACCGCTTTGGGCAGTGCCAGTGCTCCTCACAGGCTGTGGGGCAGA 
GCAGGTGACCCCCCAAGGATTTCCCCTACAAAGAGCCCCACAGAGACAGA 
AATCCTTCACCTGAGCTGCAGCAAGCGCGCGGCTACACCCAGCATCAATC 
TTTGCCCAGCTTCTACCTTTGCCCAGCTTCTACCTTTGCCCAGCTCCAGG 
GTGCAATGCGAGCAACTTGGCATCAGACCAATACAGTCAAAGGTTGGAGA 
ACATAAAACACATCCCATTGCAGCTTTGTGCACCACCCTGGGTCTCTGCT 
ATCACCAGGAACATGGACACAGGAGAAGCTTTGCCATAGCACAGGAGAAA 
GCTGTGCGCTGCACTTCATGAGCATTTCTCTCAATTTCTCCTGTATCCCA 
CAGGTTACAGGCACCAGTAATTCTGCCAGAGCTATTCTGAAGGGCACGTG 
GTGAAGGATTATGGCTTGGAGCAGTGGGGAGAGCCAAAAGCCCTTCCCAC 
. ACTTGATGCACTCCAAGGGTGTGATCCCAGCATGCAGCCTCTCATGTTGG 
AATGGTCAATTTTATCCTAAAATCCTCTTGCACTTGGAGCAATGTTGAGT 
TATTTTCCCCATGTGCATTCACAGTGAGGTCCCCCTGAAGCCTACTCTTC 
TCCAGCCAATTTCTTATGATCACGAAGGGGATGATATGATGGTGACATGG 
GGGATTTCCACGTGGATGCTGCAGGGCAGATGGGGAAGGGGTGAGGGGAG 
ATGCCCACCAGCAGAGTTCCCAATCAGGACACAGCAGTTTTGCTGCCAGC 
ACCAGGAAGCAGCTTCCCCTCCTTTCCCTGCTGGGAAATCACTCCTTTGG 
AATGTTTTTTTTTTTCTGCTGCTCACCCACATTTTGCACAGGGCTGATCT 
TCCAGGTCAGCCCAAACTCTGCATCCCCGCACGGATAACCTCTCCCTCCC 
TAAGAATCAGTGCATCCTGCCTGCCTGCAAAGCAGCTGCTGAGATGTCTT 
TTGCAGCCCTTATTCCCGCAGACCCCGTGCAGAACCACACACATCTCCAT 
CCTCTCCTCCGTTGGCAAGGAATGGGTTTGCAAAGGGATGGGCACAACCA 
GCAATATGCAAAGGAAGAGGTGTCGAAAGTCTGGGGAGCAATGAATCTGT jrrcmTf tn 
CCCCCGGAAGATGTTTCCATGGGGCAGTTAAGGAGGAGAATTGGAAATGA ^-^^"^^ 

AGCAGATGATGCAGCAATGAAACTATCCCAGAAAAGGGGGGAAAAGCAAT 

TCTGGTAAfGAAGATACATAAAGGAGAAGGGCTTCTCGCTGTCTGGACGC cutte 15 

AGTTCTGTTGGTTAACGTCTTTTCTCTTTGTGCTCTTTGCACTTTTTTCT 

TTGCCTGCTCTGGTCAGGATGAGGCAGAGCCCTCACGGGGCCCTTTCACA 

CCTTTTTTTAGCACACAGAAGCGCAGCGGCCGTCTCAGCACCCAGCATCG 

ATGAGAAGGGACTGCAAATAAATTAAATGCGTTACTGAATAGACAGTCGT 

AATTAAAAGTCAAACCCATCCCCTCCCAGTATTCCAGCTGCCGAGGCATC 

GGTTGGCACAGAATCACCAAATATTGCCTTTCTTCCCCCATCCCCGCTTA 

TCAGCCAATGCTCTCTGACCCCTAAAAGGTCTCGATTTGGGGTCTTTTTG 

TTGTTGTTGTTGTTGTTCTGGGTATTTTTAGGCTTTTATTATCAGCGATT 

TTTCAGCTTCTCACTGCTTACCCCCCAGCTCAGCACCGCATCGCTCACTG 

CCATCGCTGAACCCAGCGGCGTTTCCATCCCTCAGAGAGCAGCAAAATGA 

GACATCGGCCGTCGTGCACGGAAGGGAAAGGCTGTAGGGTACATCTACCC 

TTATTTCTTGGGTTTGTGTTTTGTTTTGTTGTTATTTAGAAGCAAAACCA 

AGACAACAAAGCCCAGCCAATGCCATTTCCTGGCAGTGGACGCAGGCGCA 

GGCGGGTTGGTCACAAAGCAAGAAGTTGCTGCGGGACTTTGTCGTTTTGG 

GGCCGTTCTCGTGAACTTCTGAGCCATGGATGAGGAAATTACTTATGCTG 

ATTTAAGGCATCCTACGGGCAGTTTGCCTCCTGCTAAGCGGCAGCGCGGT 

AAGGGATGCTCTGTGTGGTGGGTGCTCACCGCAGGCTTGGTTTGGGGGCT 

TGCTGTTCTCTGAGAAACACCAGCAATGCTGGTTGGGTTCTGGGTCCACC 

CTGGCTTGTATGGGGGAGTAAAGGAAGGGGTGGGGGAGAAGGAAGCCTGG 

GAATGGCCAGAGGTGTGGTGGTTTTGAGCAAAAATCAGCCCAGATCGGGA 

AGCCCAATGTGAGAGAATGGAATGAAATGGTGGCAAACGCACCCTGCATC 

CACGTGGCATGAGGGCTGCAGACATCCCCGCCCTCCCAGCCACCGGCTGC 

CCCACACTGGGCTCAGCTCACAAAGCCTGGGGGCTGCTCAGCTTCCACCC 

CATGCTCTATGGAGCCTGCAGGGCCTCCACCACCTCCAGAACCACACGTG 

GAGGTGATGTCCCTGTGTCCATCTGACCTCCAGCGGGAGCCCATCCCATG 

CTCCCTGCTGCTGTCACCCCTCTGTGCCACCTCCTTCCCAGCTGGGAACC 

ACTGGGAGCCACTGGGAAGGGTCCAGGGGACCCTGGAACTGGAGGAAAAC 

AAACAGGCATCAACTTCTGCTCATACACAGCATGGGAACCAATGGGAAGG 

GTCCGGGGACCCCAA.^TjEgBfl^g^giirf^^5J^ 



wo 99/27132 



PCT/FR98/02501 



B5F0R.txt 



ATTTGTTGTTCAGCAGAATGCATCTGTGTGCCCCATCCCCACTCCACTTC 

ATTTCCTTTCTTTTCCTGCAATAGGAAATCCATCTTGGAGGGGACGGGGA 

CACAGGCAGGCTCACAGAGGGGACCCTGGGGTAGCAGTGCCGGATTTGGG 

CTGAGGCCCATAGCAGTGACCACAGAATCGGTCATTTGTCCGTTCATGGT 

GAAGATGGGAGGGGGTTCAGCAGAAGCACTCCCTGGGACTCCCAGAGGGC 

TGTCTCAGAACCGCTGCTTTCCTTGCACAGAAGATGAACCATTTTTGTAG 

GGGGAGGGTCCAGGATGTGGTTGCAGTGTGAACAAAGCCTGTGTGCTTTT 

ATAATTCTCTTCCTGCCTGCTGCTGTCATTTCTGAGGGCTGAATGGGCAG 

CACGGGCAGACAGCAGCGTGGCTCCGACACTTCTATGTCTGCAGTGCCCA 

TTGCAGGAAGAGAAAAGAAATGGAGTGGGGATGGGGCAAACAGATGCATT 

CTGCTGAACAACAAATCCGGTATTTTTTTATTGAGAGAAATAACACAGGA 

TTGTGAGCTGATTGCATGAGCGCATGCAGCGATGTCCCCCCGTGTGCCCG 

GGCAGTGCTGGGGTCTGCACAGCCCAAACTCCTCACAGAGCCGTATTGCA 

GAGCTTCACCCCAACGCCTGGGGCTTTTGGGGTGGGCACACATCAGAGGG 

AGGGACTGCGTTGCCCTCCATCTCCTGCACATTATGGATGGAGACGTAAA 

GGTTCTTTCTGGCAGACCCACTGGTGTTCACCACTACAGACGTCGCCCTC 

CACTTTTGTGTTCTTGAAGGTCCCGCAGCGATTCTCCATCACGGAAAGGT 

TATCAGACCTGCAAAATAAGGCTGTTTGCACCCAAACACCCGACTTGAAG 

GAGGCGGGCAATGGTTGCAGAAATACTCACTCTGTGCTGTTGTAGGAGGA 

GTTGTCCACCCATTTCCATTGATTTGTGGACACTTCTAATCCAATCCACA 

CCGGCTCCGCACCTGCCATCTGCTGGAGGTGATCCTGGGAAATGGCACCA 

AAATCCTTCTGCAAGGGGCTGGAGGGGTGCAGAGCCACCAAGTCTGCCTT 

GTTGGACCCGCAGCAGATGGGACTCAGACAGCAGCCATGCCTGGAATGCT 

GCCTGGCTCTGCAGGCGGCTCAATGGGTGGGAATGGCTTCAAACCCGAGA 

TGGAGGCACCGGTGTGACCAGCTGAGCTCTGCTTCCATCCTTCAGCCTGT 

TTGAAGGGTGGGAGGGGACACAACCCCCATGTCCCACCCCTAGCCTGAAC FIGURE 10 

CTTGATGTCCTTAACTCAAACCATAATGTGCGCAACCCCAGCGTGCCTGA 

CCCCAACCCGTGTGCCTACTGCCATGTGTTGACCCCTAACCCTAAAGGGC 

ATAATCCAGACCCCAATCTCTCCAGTGATGCTTTAGCCCCATTTGGGTTT cttttE 16 

GGAACCACTGACCCTCCTGCTGCCGCCCAGTCACTCCAGAGCGGTTTTCT 

CCCACAGAATCCACCAAACCCACACATTTTCAGGTCCCGTCCAGCTCCCT 

GCTCTATGCTTACCTCTTCTGCCTTCTTCCGGAGCACAGCCAGCTGAGAC 

TGCAGATTTTCACACTTCATTTTTGCTTGTGTCCAGTTCCCCTTTTCTGT 

GGAAAGCTCATAGCATCGGTCCCCTAAAAGCCTCCAGAACTGGGGACAGA 

GCAGGCAGGCAGCAGGGGCTGGAGAGAAAGAGCCGTGAGCATCTTCAGGT 

GGGAGAAATCCCACCCAGGAGGATTTCCTTGGGAAGGGCATTACCTGCAG 

AGCTGTTCCATGTGGATTGGCAGAAGTACTGCTCAATGGAGGTATTCTCG 

CAGAGCTCTGTCCCATTCCTCCCGTTGGTCTCAGGGCAGTGCCGGGCAGC 

GCTTGGAGGTGGTGTTGTTTTCTGAAAGACTTTTGGGCACAACCTGGGGT 

GAGACGCGGCCCTATGGGGCCAACCCCGTGGAAACCACGCAGGGTTGGGG 

TTGGATCCTCGAGCTCTTTTGCAAAGCCTTTCTGGCTATGGTTGCACTCA 

GTTAATTAAACTGTCTAAAACCATATTTTGTATATAATTAGACATGATGT 

TTACTGCTTCTGTCCCCCCCTTGGTTTAAGAGCAGAGAGGCTCTTGCAGA 

AGGGAATTCCTCTCACTGAGTGCCACTTTGGAATTGTTGTGTGATCACCC 

AAACTCCAGTGCAAAGCCCCAGCCCCACTTTGGGCAGAATGAATGTGTTT 

TCTGCTCAGAAGAGCTTCGATTTCCTGTGCAGCAATGTGGTTGGGATCTG 

ATCACTCACCGCACACGCTGAGCCCTGTCACCAGCAGCAGCAGCAGCAGC 

AGCAGCACCCCCAGCATGCAGGCTTTCTGGAAGTCCCACGGAACTGGAAG 

AGCCCACACTTATATAAAACAGACATTTTGAAAAAACTTTTCCTTTTACA 

GAAATGATCTCCCTGTGAAAGAGCCCCTCCACCAACCTGCTACGTTAGAG 

CAGAAGTTGATGGCTGCTTTGGTTCCTTGAGAATTTGGGGTCCCCGGACC 

CTTCCCATTGGTTCCCATGCTGTGTATGAGCAGAAGTTGATGCCTGTTTG 

TTTTCCTCCAGTTCCGGGGTCCCCTGGACCCTTCCCAGTGGCTCCCAGTG 

GTTCCCAGCTGGGAAGGAGGTGGCACAGAGGGGTGACAGCAGCAGGGAGC 

ATGGGATGGGCTCCCGeiyS^fe^BSWftt^^P^^ 



wo 99/27132 PCT/FR98/02S01 



54/110 

BSFOaitxt 



CAGCCGGTGGCTGGGAGGGCGGGGATGTCTGCAGCC ^^^^^ ^«5G 



FIGURE 10 
SUITE 17 



FEUILLE DE REMPLACEMENT (REGLE 26) 



wo 99/27132 



PCT/FR98/02501 



55/110 

B5REV.txt 



CCCAGAACCCAACCAGCATTGCTGGTGTTTCTCAGAGAACAGCAAGCCCC 

CAAACCAAGCCTGCGGTGAGCACCCACCACACAGAGCATCCCTTACCGCG 

CTGCCGCTTAGCAGGAGGCAAACTGCCCGTAGGATGCCTTAAATCAGCAT 

AAGTAATTTCCTCATCCATGGCTCAGAAGTTCACGAGAACGGCCCCAAAA 

CGACAAAGTCCCGCAGCAACTTCTTGCTTTGTGACCAACCCGCCTGCGCC 

TGCGTCCACTGCCAGGAAATGGCATTGGCTGGGCTTTGTTGTCTTGGTTT 

TGCTTTTAAATAACAACAAAACAAAACACAAACCCAAGAAATAAGGGTAG 

ATGTACCCTACAGCCTTTCCCTTCCGTGCGCAACGGCCGATGTCTCATTT 

TGCTGCTCTCTGAGGGATGGAAACGCCGCTGGGTTCAGCGATGGCAGTGA 

GCGACGCGGTGCTGAGCTGGGGGGTAAGCAGTGAGAAGCTGAAAAATCGC 

TGATAATAAAAGCCTAAAAATACCCAGAACAACAACAACAACAACAAAAA 

GACCCCAAATCGAGACCTTTTAGGGGTCAGAGAGCATTGGCTGATAAGCG 

GGGATGGGGGAAGAAAGGCAATATTTGGTGATTCTGTGCCAACCGATGCC 

TCGGCAGCTGGAATACTGGGAGGGGATGGGTTTGACTTTTAATTACGGCT 

GTCTATTCAGTAAGGCATTTAATTTATTTGCAGTCCCTTCTCTTCCATGC 

TGGGTGCTGAGACGGCCGCTGCGCTTCTGTGTGCTAAAAAAAGGTGTGAA 

AGGGCCCCGTGAGGGCTCTGCCTCATCCTGACCAGAGCAGGCAAAGAAAA 

AAGTGCAAAGAGCACAAAGAGAAAAGACGTTAACCAACAGAACTGCGTCC 

AGACAGCGAGAAGCCCTTCTCCTTTATGTATCTTCATTACCAGAATTGCT 

TTTTCCCCCTTTTCTGGGATAGTTTCATTGCTGCATCATCTGCTTCATTT 

CCAATTCCCCTCCTTAACTGCCCCATGGAAACATCTTCCGGGGGACAGAT 

TCATTGCTCCCCAGACTTTCGACACCTCTTCCTTTGCATATTGCTGGTTG 

TGCCCATCCCTTTGCAAACCCATTCCTTGCCAACGGAGGAGAGGATGGAG 

ATGTGT.GTGGTTCTGTACGGGGTCTGCAGGAATAAGGGCTGCAAAAGACA 

TCTCAGCAGCTGCTTTGCAGGCAGGCAGGATGCACTGATTCTTAGGGAGG 

GAGAGGTTATCTGTGCGGGGATGCAGAGTTTGGGCTGACCTGGAAGATCA 

GCCCTGTGCAAAATGTGGGTGAGCAGCAGAAAAAAAAAAAAAAAACATTC FIGURE 10 

CAAAGGAGTGATTTCCCAGCAGGGAAAGGAGGGGAAGCTGCTTCCTGGTG 

CTGGCAGCAAAACTGCTGTGTCCTCCATGGGAACTCTGCTGGTGGGCATC 

TCCCCTCACCCCTTCCTCATCTGCCCTGCAGCATCCACGTGGAAATCCCC SUITE 18 

CCTGAAAAAGCCCATTTTGTGACCATGCATCACATTTATTTTCGCATTCA 

GCATCAGACGGACACAGGCAATGGGTTGGGGGATGGGGGGGGGGTCTGAG 

GGTATATCTTTTTGCTGAGCCAGGTTTTGAGTCATGGGGGATAATTTCAT 

TCCAAGGGGAGGGGGGCATTTAACTGCAGGTGGTAACAATGAAAGGCAGT 

GGGAGTTGTTGTGATTGCATGGGGGAAAGCACTGGTTTTTTCCATAAATT 

GGGACTGATGTGGCTGTTGTTGCTTATTTTTATGGGGGAGGGTTGTGGGG 

TTTTTTTCCCCTATATTACATTGCATTTAATTTCAGTCCTCTCTCATTGT 

CTATCCCTGGCAATGCTAGGACTTCTCCTTGCTGTTTTCTGTTGGGCGAT 

CATTGCCACAGAGGGAGGAATTGCTTTTCATTTGGGTCACTGCAATGAGT 

TTTAGCACCCAGAAATATATCCTTATGGGTCTCTGCTTTTGGGGCACTGC 

TGATGGGTGGAAGTTTTGGTTTGCAGGTGAAGTGGAAGCCCCAAAATGGA 

GGAAGTGAGGGAATATCCCCATGTTTTGGGCACAGAATGGAGCAGGAGGG 

AAGGTAACAGCCGAGCCATGCCCTTAACACATCTGTTTATTGTTATTATT 

ATTGTTATTATTTTATTGATTACTTCTTTAACTTGAGAACAAAGGGGAGG 

GATGTGGGTGGGAAGAAAATGAGTCTCATTTCTTTTAGCACTTCCCTCAA 

GGGGAAAATTTGTGTTGGTTGTTGAGCAGCAGGTGGACTTCTTGCTGTGA 

GCAGCCACATTTTGGAAGAGTTCTGTTGTTATTAGCATTATTTATGCGAT 

TCTGTGATGTTTTTATTATAATTAATTGTAATGAATCCTCCCTGAGGCAC 

TGGATGGGGGAAAAAAAAACAACATTTTGGGGTCTACTGCTCACACCTGG 

GGTGCACTGTTGCCCATTGGAGGTCCCTTCTCCCATAGGTCCCAGCCGTG 

GGGCATGCGTTACCTTCCAGCTCACGATGGCAGCGGTGTTCACAGTGCTG 

CTCATCACTGCTGTTGCCTTTGCAGGTGAGTGCTGAGGGTTCCAAAGAGC 

AGAGAAAACCCTTTGGG 

FEUILLE DE REMPLACEMENT (REGLE 26) 



wo 99727132 



PCT/FR98/02501 



56/110 

A52FOR.txt 



TTCTCCCACAGAATCCACCAAACCCACACATTTTCAGGTCCCGTCCAGCT 
CCCTGCTCTATGCTTACCTCTTCTGCCTTCTTCCGGAGCACAGCCAGCTG 
AGACTGCAGATTTTCACACTTCATTTTTGCTTGTGTCCAGTTCCCCTTTT 
CTGTGGAAAGCTCATAGCATCGGTCCCCTAAAAGCCTCCAGAACTGGGGA 
CAGAGCAGGCAGGCAGCAGGGGCTGGAGAGAAAGAGCCGTGAGCATCTTC 
AGGTGGGAGAAATCCCACCCAGGAGGATTTCCTTGGGAAGGGCATTACCT 
GCAGAGCTGTTCCATGTGGATTGGCAGAAGTACTGCTCAATGGAGGTATT 
CTCGCAGAGCTCTGTCCCATTCCTCCCGTTGGTCTCAGGGCAGTGCCGGG 
CAGCGCTTGGAGGTGGTGTTGTTTTCTGAAAGACTTTTGGGCACAACCTG 
GGGTGAGACGCGGCCCTATGGGGCCAACCCCGTGGAAACCACGCAGGGTT 
GGGGTTGGATCCTCGAGCTCTTTTGCAAAGCCTTTCTGGCTATGGTTGCA FIGURE 10 

CTCAGTTAATTAAACTGTCTAAAACCATATTTTGTATATAATTAGACATG 

ATGTTTACTGCTTCTGTCCCCCCCTTGGTTTAAGAGCAGAGAGGCTCTTG 

CAGAAGGGAATTCCTCTCACTGAGTGCCACTTTGGAATTGTTGTGTGATC SUITE 19 

ACCCAAACTCCAGTGCAAAGCCCCAGCCCCACTTTGGGCAGAATGAATGT 

GTTTTCTGCTCAGAAGAGCTTCGATTTCCTGTGCA 



FEUILLE DE REMPLACEMENT (REGLE 26) 



wo 99/27132 

57/110 

H82FOR.txt 



CTGCGCTGGGGATCTTGTTTTCCCCTGGCAATGGGAACAGCTGTTGGGTG 

CCTTTTTTGGGAAAGATCTCTTTATCGGTGCATGAAGAATGAA.GCGACTA 

ATGGGGAATGGAAGGAGTGGTGGCTGTTTGAGTAATTGACTGATAGGTTG 

ATGGAGGGATACTTGAATTAAGAGCTTTTGGCTCTTATCTCATTGCCTCT 

GTGCACCAGGTTTGGAGTGGGCCAGGCCCTGGCACGGTCAACTTGCTCAC 

TGTTGGCAATAGGAACATTTTTTGAGCCTCAGAGAGATTTTGTTGGAGGA 

ATGGATGGATCATTCATGTCCTGGTTTGTCTGGGGGGGACCAATGTGATG 

GATTAATTTTTTTCAGTATAAAAATAGTTTGTCAGGTGAACTTCTGGTGA 

CTGAGTGGATGGTTGGATGGAGGGATGTGAGTTTCTGTGGAGGGATGGAT 

GGTTGGAAGGTTTGTTGGATGCACTGTTGAGTGCTGGTGGGATCTACATT 

TGGGGCAATGGATGGATGGACTCTGAGAATATAGACTATAGCTGAGTTGG 

CAATGACCAAGAAGGACCATTGCGTTTTGTTTCTGGCTTCATGTAGGATC 

ACCCAGGAATTAAACCCTATGTCATGGTTTTGTAACTTCGCTATTGGTAT 

TCCACATCATAACATCATGGACAAAAGAGAAGAATAGCAAAGTTACAAAA 

CCATGACACCCTACTTCTGAAAGCAGTTTTGAAATGCTTGGGGAGCTGAA 

TGGTTGATGGTGTGGTGGAGTCGTGGGGGGGAGGTGTCCCTGTGGGGCAG 

TCCCTGGGAAGCTATAGCTATAAGTCACCCCAATGCCCCCTCTGTGTGGG 

AGTAGTGTGGGTGGGGGTCACTGGGATACCACAGTGGGGTGGAGCCCAGG 

GGAGTGTCTTTGAGGTCAGTGGGGGGTGAGCAGGGCTCTCTAGAGGCCTT 

TGGGGGGTCCAAAAGGAGTTGATGAGAGAGAGAGTGTGGGAGATCCATGG 

GGGGGCTGCAGGCCTCAGTGCCCTCCATCTCTTGCCAGGTGCCCCAGGAA 

CACTATGGGTGGGGACACTGTGGCCCCGCAGTGCTCACCTGCATTGGGCA 

CCTCCCCATGTCCCCCCTGAAGGCTACAACCTCATCTATGGACCCCCCGG 

TGGCCCCGT.GAAGGTAATACCCCATAGCACTCCCTGAACTTCCCAGGGGA 

TCTCCCTGGGTATCTCCTGGGGTACCCCAACCCTCCTTGGGGACCCTGCT 

CCCACeCTGGGGAATCCAAAAGTCCTCCACCACCCAAGCACCCTAAGAAC 

CCCACTGCACCCCACTATCCCTTGAGGTCCCCAATACTCCTTTTACAGCA j^rruvv 

TTCCCATCCTCCTCCTTGGCCCCTTTATGCTCTCCAGAGACATTAAACAC ^"^^^^ 

CCCTGTAATGCCCCTTAGGGACCCCTGCAGCAGCCCAATAATCCTCCCAT 

GTCTACCTCCAGACACTGCAGCTGCCCCCTGAAGCAACATCCAAGGAGCT cTi-rm? on 

GTGGGGCCTGGAGCCCAGTGGACGCTATAGGGTGCAGCTCTGGGGCCGGG 20 

GGCTGGAGCCCCTTGAGACCACCTTTGACACCCGTGAGCTGGGAAAGGGG 

GTCCTGTGGGGTGGGAAGGGGCACTTGGGTGGAGGACTCTGGGATACCCA 

AATACCTGGATGATTTGGGGTGCTGGGGACATATGGATGCTGGGTCCTGA 

AGTATGGAGGGGGGTACCAAGGAATCTGCATCCTTGGGTGGGGAGCTCTG 

GGGGTTCCCAAGTACCTGAATAATGGGTACCTAGTTAGGGGAATGCCTTG 

GGGTGGGGGGGGGGCGGACACAGCGGGATGCCCTCGTCCCTTGGTAGGTG 

AACAGGGACACCCAACTGGTTGGGGCCACCTACACTGCTCTGTCCTTCAG 

CACCCCTCCCCCACCCACATCCCCGGGACTGCGCTGAGGAGCAGCTCAAT 

GGACCGGGGCCTTCACGAGAGGTCCTCATCTTCCTCGGGGGCGACCGGCA 

GCGGCCACTGCACGTCTTCTGCGACATGGAGAGCAATGGGGGCGGCTGGC 

TGGTGGGGAAACGGGGCGGTGGGGAGGGTGTCTGGTGGGCTCTAGGGGGT 

GCTATGAGGAGTCTGGTGGGCAATGGGGGTCACAGGGTGGGGTGGCTGAC 

TCCATGGTTGCCATTATAAGGGTTGGATTGGCAATAAGAGACCTGTGGAG 

CAACTGGGGGCATTTGGGGTATCTGGGGAGGTTCTGTGGGGGTTGAGAAG 

CAATGGGGGGGGGGAGTGGGGGAGGCTGGAAGATTTAGGGGAGGTTAATG 

GGAAGGTCTTGTGGGGCAATTGGGGTAATTCTGGGAACTGCAGGGGGATC 

CCAGTGTTCCTGTGAGATTCACATACCCCCTATACTATCCATGGGGATCA 

CAGTAACCCTCTGGAACTATAAATGGGGGAGAACCCAGGGAGCAATGGGG 

GGCTGTGGTGGATCTGGGAGGGGCAATAGGGTGCCCTGGGGGGCAATATG 

AGGGTCTTAGGGTGCAATGTTGGGGGTCTAGGGGGAAGTAATGGGGGGTC 

TGGGGGCAGTGGTGGGGTCTAGAGGGG 



PCT/FR98/02501 



FEUILLE DE REMPLACEMENT (REGLE 26) 



wo 99/27132 



PCT/FR98/02501 



58/110 

Conti224 . cxt 



GGAGGGAGCACTCACCCAGGTCTGAAGCTAGTTTATCTGCAATGAAACAA 

ATAAGAAATGCATGATGAGAAGGGTCAGAATATCATCCCATGGCTGATCC 

CATGGGAAGACCCCGAATCTCTTTGGTTTGCGGAGGAGGACTCACCCAAC 

TGTGCATTCCTTCTCTCTGCAAAGGGAAAGCAGAAACAGTGTGTGGTGAG 

AGGAGCAGCTCATCCCACACATCGCACAGGAAAACCCCCTTTTTTATTTA 

ATTTGGAGGGAGGACTCACCCAGTTCTGAAGCTAGTTTCTTTGCTAAAGA 

AACAGATAAGAAATGCATGATGAGAAGGATCAAATTATCATCCCATAGGA 

ATACCCCAGATCTCTTTGGTTAGCGGAGGAAGACTCACCGAACTCTGTGT 

TTCTTCTCTCTACAAAAGAAAGGCAGAAACAATGCATGAAGACAGGAGCA 

TCTCGTCCCACAGCTCCCAAAGGAAAACCCCTTTTTTGTTTAATTTTAAA 

GGCAGCACTCACCCAGATTTTCAACTAGTGTCTCTGCAAAAGAATCAAAT 

AAGAAATGCGTGATGAGAAGGGTCAGAATATCATCCCATGGCTGATCCCA 

TGGGAAGACCTTGAATCTCTTTGGTTTGCGGAGGACTCACCCAACTTTGC 

ATCCCTTCTCTCTGCAAAGGAAAAGCAGAAGCAGTGCGTGATGAACTGAA 

CAGCTCATCCCACAGCTCACACAGGCATCCCTCATTTTGTATTTTGTTTG 

GGAGGGAGGACTTACCCAGTTCTGCAGCTAGTGTCCCTGATAAAGAATCA ptpttpt? 

AATAAGAAACGCATGACGAGAAGGCTCAGGTTATCATCCCATGGCTGATC 

CCATGGGAAGTCCCCAAATCTCTTTGGTTTGAGGAGGGAGACTCACCCAA ' 

CTTTGCATCCATTCCCTCTGCAAAGGAAAAGCAGAAACAATGCATTATGA SUITE 21 

GATGAATGACTAATT GC ACAGCTCCCAAAACATTAAAAAAAAAAAAATAG 

TGGGAAGGGAAACTCATCCACTATCGCAGGTAGTTCTGCTGGAAAAGAAA 

GAGCAGAGCAGTGCATGGTCAGAGAGGACAGCTGCTCATCCCACAGCTGA 

TGCCATGGGGAGACCCTGAATTCCCTCACTTTGGGGAAGGAGACTTACCC 

AACTCtGCATCTTTTCCCTCTGCAAAATAGAAGCAAAGGAAATGCATGGT 

CAGAGGGAACACCTTCTCATCCCATGGTTGCTCCCATGCCAATACCCCCA 

AATCTTTGTTCTGGTAAG 



FEUILLE DE REMPLACEMENT (REGLE 26) 



wo 99/27132 



PCT/FR98/02501 



59/110 
ContiSOe , txt 



CAGTGACAGTGCAGGTGGAGGGACACGGCGAAGGGACGCTGACGGTGGGT 

GGCTGCATGGACATTGGTGTCATCTCCAAGACCGATGTCCCCTCACAACC 

TCCCCTCATGGTGTCCCCTCATGCTGCCACGGTGTCCCCTGCTGTCGCAT 

CATGGTGTCACGCTGTCCCCAGGTGCTCCGCCAGTTCCGCCTGCTGTCAC 

CTCCGAACGCCACGTGCCAGGCGCTGCACCTGGAGGTGGCCATCACCGGC 

CCCATCCTGTACCATGGTGAGGCCCCACCCAAAGGCCCCGCCCCCTTTTC 

CTCGCGGGGGGCGTGCCCTCAACCCTGTTTTGCATATCCCAACCCCCAGC 

AGATGAGGACTACGAGGACTACGAGGACTACGAGGAGGCGGAGCCTAAGG 

AGGGGGAGGAGCCTACGGAAGGGGCAGTGCCCGTGGAAGGGGCGGGGCCA 

GCAGATGACCCCGCCCCCCTCAGCCCCGTGTCCTTATGGGATGCCCGTAA 

GCGGCAACGCCGCAGCACACATAACCCTGCCCACGAGGTGGCCTTCCTGG 

TCTGCTTCCGGTGAGGGGCGGAACTTCCTGTCCCTGGGGGCGGGTCTTCC FIGURE 1 

TGCTGATGGGCGTGGCCTGTTGTAGGCGGAGCCCAGGGGTGGCACTGACT 

GGGATGGCGGTGGTGGAGATCACTCTGCTCAGTGGCTTCTCACCCCATAG 

AGCTGACCTGGACAAGGTAGGGGCCCAGGGGGACTTGTGGGACATGTTGG 
GGGGTTGAGGGGAGTTATGGGGTGTGGGGTTTGGGGGTGTTGGAGTTGTT SUITE 22 
GAGGTGGCAGAATGTTTGGGTTGGAGTCATGGGATATGGGG 
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CCACTCTTGGGTGAGCTGACAGCGTCCCACGTCAGCCCCGACTCCGTCCA 

GCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCACGGTGCAGT 

ACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACGGTGGGTTG 

CGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTACAAGTTCAA 

CCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGTCCACTGATG 

CTGTCACAGGTGAGCATGCTGTGTTCTGCCTCCATGTTCTTTTGCTTTCA 

GTGTAGTTGTCATGTGGCAGGAACCTTTCAGGGCCACTTTTGGTTAATGT . 

TGCCTTAATAGTCAAGGAAACAATTTGTTCTTGTTGAGTGGGAATGCCTA 

ACGGGATGGGAGTTTGGATGATGAGAGGACAAATCTTATAAGGGATGATT 

GATAATTATTGCGGAACGGATGGAAGGAAGGTTGGATGGATGGAATGGTG 

TTTGGATAAATTTGTGCTCAGAGCACAGCTGGAGTGTTGGATGAATGTTG 

CTTTGCTTGTTGAATAGATGGATGTTTGGTTGTGTGGTTGCTTCCACTGA 

GAATTCCTCCCTCTGTGCTGCAGCAGCAGCTCCAGCACAAGAGGAGCCAC 

CTTCCCCACCACGTCTGGGTGAGCTGACAGCGTCCCATGTCGGCCCCGAC 

TCCGTCCAGCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCAC 

GGTGCAGTACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACG 

GTGGGTTGCGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTAC 

AAGTTCAACCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGTC 

CACTGATGCTGTGACAGGTGAGGGCAGGAATTGGCACCTGGTGGGCTCTG pTgtmr; 

GGTTTGCAGCAGGTAGAAATGTAAACGTGGCCTGCGCTGGGGATCTTGTT 

TTCCCCTGGCAATGGGAACAGCTGTTGGGTGCCTTTTTTGGGAAGGATCC 

CTTAATCGCAGCATGAAGTATGAATGGACCAATTGGGTGTGGGTGGAGTG 

ATGGCTGTTGAGATGAGTTGGTGGCTGCTTGAGTAATTGTCTGTTGGAAT SUITE 23 

GGATGGACAGATATGTGAAGGAGTGAAAGGATGGATAAAGTAATTTAGGA 

ATCGGTGGATGAAGAATGGGTAGGTAGACCCTTGGTGAAGTGGTAGAATG 

GAAGGATTTATGAACAGATATGAGTTAATTCTTGCATCGAAGTAGGTGTA 

AGTGTCTATTAGCCTGTTGCACTGAACATGCAGTTGCATAGACAAATGAG 

TGGGGAGAAGTACG(3AGTAAATCCCTGCATGAATGGTAGGACAGAAACCT 

GAATGCCTGGATGCTGGCAGTGTGAAGAATGGCACTTGGGATAGATGGTT 

CGAGTATGGGGTAGATTAAAAGATGGATGGAAAAGAGGAACAGAGAGAGG 

GTGATTGGATiSAATGGATGGATGGTTGGATGTGACTGATTGACAGGTACC 

AAGCTTTTTTCCTGCACTGTGCCTTCTGTGCTGCAGCTGCAGAAGAGACG 

GAGGAGGAACCACCGTCCCAGCCACGCCTAGGAGAGCTGACGGCATCCCA 

TGTCAGCCCCAACTCCGTCCAGCTGGAATGGAGCATCCCTGAGGGCTCCT 

TTGACTCCTTCACGGTGCAGTACATAGACGTGCAAGGCCAGCCGCAGGAG 

CTGCACTTGGATAGTGGGTCGCGCACAGTGACCGTGTCTGGTTTGCTGCC 

ATCC 
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GCACAGAAGGAACCGCCATCCCAACCACGCCTGGGTGAGCTGACGGCCTC 
CCACGTCAGCCCCGACTCCGTCCAGCTGGAATGGAGCGTCCCCGAGGGCT 
CCTTTGACTCCTTCACGGTGCAGTACAAGGATGCACAAGGCCAGCCACAG 
GTGGTGCCCGTGGACGGTGGGTTGCGCACAGTGACCGTGCCCGGGCTGTC 
GCCGTCCCGCCGCTACAAGTTCAACCTGTATGGGGTGTGGGGGCGGAAGC 
GTCTGGGCCCCATGTCCACTGATGCTGTCACAGGTGAGCATGCTGTGTTC 
TGCCTCCATGTTCTTTTGCTTTCAGTGTAGTTGTCATGTGGCAGGAACCT 
TTCAGGGCCACTTTTGGTTAATGTTGCCTTAATAGTCAAGGAAACAATTT 
GTTCTTGTTGAGTGGGAATGCCTAACGGGATGGGAGTTTGGATGATGAGA 
GGACAAATCTTATAAGGGATGATTGATAATTATTGCGGAACGGATGGAAG 
GAAGGTTGGATGGATGGAATGGTGTTTGGATAAATTTGTGCTCAGAGCAC 
AGCTGGAGTGTTGGATGAATGTTGCTTTGCTTGTTGAATAGATGGATGTT 
TGGTTGTATGGTTGCTTCCACTGAGAATTCCTCCCTCTGTGCTGCAGCAG 
CAGCTCCAGCACAAGAGGAGCCACCTTCCCCACCACGTCTGGGTGAGCTG FIGURE 10 

ACAGCGTCCCATGTCGGCCCCGACTCCGTCCAGCTGGAATGGAGCGTCCC 

CGAGGGCTCCTTTGACTCCTTCACGGTGCAGTACAAGGATGCACAAGGCC SUITE 24 

AGCCACAGGTGGTGCCCGTGGACGGTGGGTTGCGCACAGTGACCGTGCCC 

GGGCTGTCGCCGTCCCGCCjjCTACAAGTTCAACCTGTATGGGGTGTGGGG 

GCGGAAGCGTCTGGGCCCCATGTCCACTGATGCTGTCACAGGTGAGGGCA 

GGAATTGGCACCTGTTGGGCTCTGGGTTTGCAGCAGGTAGAAATGTAAAC 

GTGGCCTGCGCTGGGGATCTTGTTTTCCCCTGGCAATGGGAACAGCTGTT 

GGGTGCCTTTTTTGGGAAGGATCCCTTAATCGCAGCATGAAGTATGAATG 

GACCAA^TGGGTGTGGGTGGAGTGATGGCTGTTGAGATGAGTTGGT 
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CTGTGTCCCCAACCTGCTTGGTGTTCCCGCAGGACACGCTGGTGGCCCTG 

GAGGCGCTGGCCCAGATGTGGCTGCACTGGGGCCGTGGGAACACAATGGG 

GCTGAACCTGGGGCTCTCCTGGCCGGGGGGTGCCCGGGGGAGGGCTGGTG 

GGACTCAGGTTATGCTGAAGCCGGGGCTGGAGCCGCTGGAGCAGGAGCTG 

CAGGTGGGGACATGGCGGGATGTGGGGACACGAGGGATGTGAGGACACTG 

GGGACATGTCTGGACTTGGTAGGATGTAACATGAAGACACTGGGGACATG 

GTAGGACATGGGGGACATGAGAACACGGGATGTGGGGGACATGGTAGGAC 

ATGATGGACACAGGGCTTTGGGGTCCTTGGGTCCTCGCTCTGTCCCCATG 

TCCCCAGGTGCCTCTGGGCAGCCCAGTGACAGTGCAGGTGGAGGGACACG 

GCGAAGGGACGCTGACGGTGGGTGGCTGCATGGACATTGGTGTCATCTCC 

AAGACCGATGTCCCCTCACAACCTCCCCTCATGGTGTCCCCTCATGCTGC 

CACGGTGTCCCCTGCTGTCCCATCATGGTGTCACGCTGTCCCCAGGTGCT 

CCGCCAGTTCCGCCTGCTGTCACCTCCGAACGCCACGTGCCAGGCGCTGC 

ACCTGGAGGTGGCCATCACCGGCCCCATCCTGTACCATGGTGAGGCCCCG 

CCCCCTTTTCCTCGCGGGGGGCGTGCCCTCAACCCTGTTTTGCATATCCC FIGURE 10 

AACCCCCAGCAGATGAGGACTACGAGGACTACGAGGACTACGAGGAGGCG 

GAGCCTAAGGAGGGGGAGGAGCCTACGGAAGGGGCAGTGCCCGTGGAAGG 
GGCGGGGCCAGCAGATGACCCCGCCCCCCTCAGCCCCGTGTCCTTATGGG SUITE 25 
ATGCCCGTAAGCGGCAACGCCGCAGCACACATAACCCTGCCCACGAGGTG 
GCCTTCCTGGTCTGCTTCCGGTGAGGGGCGGAACTTCCTGTCCCTGGGGG 
CGGGTCTTCCTGCTGATGGGCGTGGCTTATTGCTGAGGGGCG 
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CCTCTGCTGCTTCCAGAGCAAAGGAAAAGGGAGAGGGGGGCTCCCACCAC 
CCTATCCCAGAGCATCAGATGGGCAATGGATGCAGCAGCTCCGTGGGTCG 
TGGAGGTGGCACGTGGCAGGAGCGAGGACGGCTCGGAGATACCGAGGTCA 
TCAGCCACCGAAACCATCTCAGGAAAGGGAATTTCCACACAAAACTCCAT 
TTGGAGCACCTGGCAGAGAAGCTGAAGCTTTTGGAGCTGGATGGAGACAG 
AGGGGAGAAGGAGAAACTCTGCTCGTGGCGCAAGAGGACATTCCCCTCCA 
ATGGACCACGGGATGATGGAGGTCCCACTGGAGCCCCCATAAAGGAGTCA 
GTGCAGGAGGATGTGGTCAGCCCTGTGTTATTCCCTAAAGCCCTGTTTAA 
TCCTTCATGTCCATGCTGAAAACTTCTTCTCTGCGAAGTCCAACACATTG 
CATCTCTTCCCTTCTTTCTCCCATCACAATATCCTCCCCAAACCCCTTTT 
TCTTCCTCCAGGAGCAGATTCACAGCGATCTGGAGAACCTCAAGAAACAA 
AAGGAGGAGCTCTTAGAACTCAAAAGGAGTGGGGAGAGGCGATGCCAAGA 
CCTTCTGGTAAGAAGCTGTTGCCTTCAAGCTGGAAAAACAGAGGTCTTTT FIGURE 10 

TGGGGTCCACGTTGTTGATTTTCCACAACCTACAGACACGGACGGAGGCT 

GAGAGGCAGAAAATTGTGTCAGAATTCCGTCAGCTCCGCCGTTTTCTGAA SUITE 26 

GGAGAAGGAGATGGTGCTCGTGGCACGGCTGGGGGAGCTGGACAGGGCTG 

TGCTGAGGAGGCAGGAGGAGGAGGAG 
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AGCCGAGCACTCTGCAGTCTTCTATCAGTTCCAATAGAGGAATTTTGGTG 

GTAGAAGGGGCTGGAAGGACTCACTCTGCTTTGTGGTCTCAGCTGCTGGA 

AAACAAAGCAGAGAAATAGCTGGTCAGCAGGGCAGCTTGGTTTCTGGGGA 

CGTCTCCAGAGGGTCTGGACCTTTCCACCTGCCCCACGGTCCACCCACAT 

TCCTATCTTTCCGCCCACACCCCTTTTTCCCTTTCCTTCATTCCCAATCA 

AACGGCAAATGTTATTTAATGACCACTGTCAATCCCCAGAAAAATCTCCC 

TTTCTCCTGCATACCTCCACGGACCTGAGCTCAGCACCACCCCGACCATC 

CCTATCCCTGCTCAACACCTCCCTGTGATCCATCCCCTCCATGCTCAACT 

CACCTTTCTTCCTATAGAGAAAAACAGTGATGACAAATGACCCAACCAGA 

ATTGTGACGATCACAGCCAGAGCCACCTTCCAGGGATGGGTGATCTGGGA 

AAAGGGGTCTGGAAAAAACATCAGGACAAGGGTTCCTTTTCCATTCCCAT 

AAGTGGAAAAGCAAGACTCAGCCTTGGGACATCACAGAACCCAAAGGGGC 

AGCAACCAGGGAGCAGTGATGCACAATGACGGCATCCCCATATTGGCACA FIGURE 10 

GGTGGAGGAGCTGCTCAGCATCGTGTGCCCACTGCCACTGAGCCATGGAG 

AAACCCATCCCAGAAATCCAACCCAACCACCTCATCCATGCAGACTTATC 

CACAAATTGCACTGTGCACCTGCTCCAACACCAGCATCTCATGGAACAAT SUITE 27 

TTAGCTCCGACCTCTTCCAAAGGCTGCTGTCCTTCAGCTTTCCATCCATG 

GATGTGAGGATGAGGATGGACAGAGGTCGGGGTGGGACACACAAACCCAG 

CAACACCTGGAGGCGTCACCCCAGCCACTGACCTGACACCTCCAGGTCCA 

CCACAGCGTCTGCA 
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CCCAGCAAGGCCAAGCGCCGCCATAACGTCAGTGCCGGTGAGACTGTCTG 

ATGCGGTTGCGCGAGGAGAGTCACTGAACATCGGTGATTTAGGCGCAAAG 

TATTTAGCGATTGATTCGAGGTTCATTATGCGGCTTCCTTCTGTGGCTGG 

TGGGTTTTGGTCTGGCTGTGCTTTACTATTGGCGGCATGCTGGCGCGCTT 

AACGCTTTCGGCCTGGTATCGGGTTATCTCGTCTCTGGTCATGATGGCCT 

CCGATTCCAGGCGCGAATTGCATCGCGCTTTGTTGGATAGGTGTCAGTTA 

TCGGCTTAATCAAGCATTGCTTTGTTGAACAACCGGCGTAGACACCATCA 

CCATCAGAAAAAAGTTCTGCGCCGCCGCCACAGAACGGACACTCAAGCAG 

AAAAGCCCAATGAGGTAGCTTGAGATCGAATATCATTGGTTTCATGCTGC 

CTCCCGCTGTTTCAGTGCTTTGAGCTTGTCGCGGTACTCATCCCGGATCC 

GGATGAAGTCTTCACGGCGGTAGTTGGTCATTTCGTGGGGACCATTGAGC 

CAGTTGACGTATCCCTGACCGTAACGAGCGACCAACCCAGCTTCGTATTG 

CTGCGCCACGGTCGCCTCTTTGGCGGTGTACTTGCCAGCTCCGGCATTAC FIGURE 10 

AGGATTTGCACTGCTTATGGGCGTTGCGTTCTTCAAAGCGCAGTTCAGGG 

TAAGCACCTACTGTCTTGAAATGGCCGCAATCCCACTGGCCACCATGCAG 

ATCAGGCGGATTGGTCTCGCCGCAGCTGATGCATGGCAAATCGGCGTCGC SUITE 28 

GCGCACGGATAAAGGCGTTGAAAGCTTTCTGAGCCTGAGCCTTGTAGTAT 

CCGTCTGGCCTGAGCTCTGCCAGCCGCTCCTTGCGGCGTTTGCGCCCGTC 

CTTTTCAGCCTCTTTTT-GCTCCTTGATGCGCTTAGCCGCGGCTTTCACCT 

TCTCCTTCTTGCGTTCTTCCATTGCGAGGATTGCGCCATGCTCCGGGG 

»*»■ 
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CCCTATGGGGCCAACCCCGTGGAAACCACGCAGGGTTGGGGTTGGATCCT 

CGAGCTCTTTTGCAAAGCCTTTCTGGCTATGGTTGCACTCAGTTAATTAA 

ACTGTCTAAAACCATATTTTGTATATAATTAGACATGATGTTTACTGCTT 

CTGTCCCCCCCTTGGTTTAAGAGCAGAGAGGCTCTTGCAGAAGGGAATTC 

CTCTCACTGAGTGCCACTTTGGAATTGTTGTGTGATCACCCAAACTCCAG 

TGCAAAGCCCCAGCCCCACTTTGGGCAGAATGAATGTGTTTTCTGCTCAG 

AAGAGCTTCGATTTCCTGTGCAGCAATGTGGTTGGGATCTGATCACTCAC 

CGCACACGCTGAGCCCTGTCACCAGCAGCAGCAGCAGCAGCAGCAGCACC 

CCCAGCATGCAGGCTTTCTGGAAGTCCCACGGAACTGGAAGAGCCCACAC 

TTATATAAAACAGACATTTTGAAAAAACTTTTCCTTTTACAGAAATGATC 

TCCCTGTGAAAGAGCCCCTCCACCAACCTGCTACGTTAGAGCAGAAGTTG 

ATGGCTGCTTTGGTTCCTTGAGAATTTGGGGTCCCCGGACCCTTCCCATT 

GGTTCCCATGCTGTGTATGAGCAGAAGTTGATGCCTGTTTGTTTTCCTCC 

AGTTCCGGGGTCCCCTGGACCCTTCCCAGTGGCTCCCAGTGGTTCCCAGC j^rniTxyx? 

TGGGAAGGAGGTGGCACAGAGGGGTGACAGCAGCAGGGAGCATGGGATGG ^"^^^^ 

GCTCCCGCTGGAGGTCAGATGGACACAGGGACATCACCTCCACGCGTGGT 

TCTGGAGGTGGTGGAGGCCCTGCAGGCTCCATAGAGCATGGGGTGGAAGC SUITE 29 

TGAGCAGCCCCCAGGCTTTGTGAGCCGAGCCCAGTGTGGGGCAGCCGGTG 

GCTGGGAGGGCGGGGATGTCTGCAGCCCTCATGCCACGTGGATGCAGGGT 

GCGTTTGCCACCATTTCATTCCATTCTCTCACATTGGGCTTCCCGATCTG 

GGCTGATTTTTGCTCAAAACCACCACACCTCTGGCCATTCCCAGGCTTCC 

TTCTCCCCCACCCCTTCCTTTACTCCCCCATACAAGCCAGGGTGGACCCA 

GAACCQAACCAGCATTGCTGGTGTTTCTCA 
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CCGGCATCACCGGCGCCACAGGTGCGGTTGCTGGCGCCTATATCGCCGAC 

ATCACCGATGGGGAAGATCGGGCTCGCCACTTCGGGCTCATGAGCGCTTG 

TTTCGGCGTGGGTATGGTGGCAGGCCCCGTGGCCGGGGGACTGTTGGGCG 

CCATCTCCTTGCATGCACCATTCCTTGCGGCGGCGGTGCTCAACGGCCTC 

AACCTACTACTGGGCTGCTTCCTAATGCAGGAGTCGCATAAGGGCATCGG 

TCGACGGGATCACGTTGTGTCCCTGAAGCTCTCCTGTACCCAAACACAAA 

GGTGATGTCCCCAGCATCCCTATCCCAGCACTCTGGGGGACTCCTATTGA 

ATTCCTCCTTGGGCTTGCTGCCTTCTCTTCCCGtTCCCAGAGATCCCAAA 

AGGTTAAGCACCTTTGGGTCAGTGTTCAGAATTGTCACTGCCAGTTTTGG 

GGTATCAGTGGCAAATTGAGACCCTTTTACCCAATCTTGCACCACTCTGG 

TTCCCCAGTCTTATGGTTTTAGATGGAGTAAAAAGGTTTATATGTCATAA 

AGTTCTTCTGTGTCTGGTTATTCGCTGCTTCTGGATGCCAGGATCATGGG 

GATAAGGGGAAAACAATGGGTTCTCTTATGCGTAGAGATGCAATCAGATG 

GGGAGAAAAAGAAATCTTAATCTTTCTGATCCATCTGACAGATATTCAGT 

ACAGCCCTGAGGATGTGGGAAATAAATCTGAAGAGTTTGTTGGCAGTTCC 

AAGGATTTGGAATGACTAAATCCCATTCCTGGTGTCTGCACAAAGTTGGC 

TGTGTTGGAACCCAGAAAGATCCATGCAAGTGGGTCATCCCTGAAAGCAT 

TGTGTTCTGCTGTCTGCTAGCGGAGAGAAAGACACAGAGGGGAAAATTAA 

GTGTTTTATTGTTAATTATTGTACACTCTGAGGTTTCAAATACCAAATCT 

TTAACGAGAGCGGACCACTTGATTTGAGGGTGACCATCTCAGATGGGGAC 

AACTGTACCTGATCAGGCAAACCTGGGGGAAATTTGCCTTTCTGCCACTC 

TTTTGGGTGGGATTTTCCCTTTTGACCACCATTTTCTACATTCTAATCAC 

CCATTGCAGCACTTCTCCCCCTTTTTTTTGCCCCATTTTTCTCCTGCTCA 

GCACTTCTTAACAATATAATATAAATCAATATCATATCAATATGATTCTA 

TGCCAATAGATTAATGGGGATGAAAGACACATAAAAACCCAAGTCCTCAT 

TTCATCTGCTTCCCATGGGATGGGTGGGGAGGTGGCTGTCCCCTGAGGCT 

GTAGGATGTGGGGTCACCCTTGTCTGTGTCTCAGGGACACAGCCTCAGCT 

TGGACCTGACCCCTACCACCCACAGCCACGGACGGACCCTCTCCCCAGAG 

AAGGATGCATGGGAAAAAACAAAGATGAGCCCCCCTTCATCAGCATCAAA 

AAATGCCACCGTCCCTCCAGCGTAGTCCAAGTGGACGCTGACCCTCCTGG FIGURE 10 

GCACCCAGCGCAGAGCTAACAGGGTCACCTTGTGGGTGGTGAGTGCCCGG 

ACCTGTCCCCCCCATTTCTCCACCCCCCAAATCCCCCCTTTGGGACAGAG cnTTE 50 
GCTGAGTTGACCCTTCCGAGGGATGGATTCTCGGGCCACACCGATGGCCC ^^^^^ 
AGTCCCCTTCATCCCCCACTTCCACCTCCCAGCAGTGCCGGCCGGCAGAG 
AAGCTTTGGTGGCCCAAAACAAAGGGCCAGTAGGCGAATCTTTCGGGGTT 
ATCAGGAAGGTCCTGTTGTCCTTCCCCACGTTTCACACTCTTTCGGTCTT 
CGGAGAGGATGAGGTCAGGGTGAGCGGTGTCGGGGTCCAGGGTGATGCTG 
GCTGTGGGGTGGAGAGGATGAGGAGTGTAAGGTTTGGGTCCTCGGTGCTG 
AGGCCATGAGGATGCGGAGAGCTTGGATCTCCAGCACTAAAGGAGTTGGA 
TGTGCTCTAGATGGCCCCACCTGAGTAGGGTTGTAGGGTGGGACCGTCCC 
TTCCAACCTCAGCCATTCTGTGGGGCCATGGGTTGGCATCGGAAGGGTAA 
AAAGTACCAAAGAAGAAAGTAAAAAGGTGAGAGGTGGAAACCCCTCTCAT 
GTGCCCGTGCTATATGACAATAAAAGTGTTTTGAGCCCCCAGAATGCCCA 
GAAATAAAGGCGTTTCTGCAGACCTTCTGTTCCATTGGTCAAAAGAAATG 
GTGAGGGGAATAAAAATGGAAGGAAGGAGATCTATGGGATATTACCTGCA 
AAGTCTGCAGTGCTTCATCTCCTAGACCAACCCGGACCAGTTCAGCCAAC 
CCCATGGTTTAAAAAACAGAGCTGAAATCTGAAGGCAGGGATAATGAATG 
AGTTCAACCCGCTCACCATATTTGTTTATGGGAAATGGATATTTATCAAG 
GCGAGGGATCTGCCCTGGGGCCATCATCCCAAATTACAGCCAGACTCGGC 
CTGCAGGGTGAAGAAAACTTGTTTGGCTGCCCTGATTTTTGTGTATTCCT 
CCCTCGGCATCTATTTTTGTCCATTTGGGTACAGCCTATGGGTCCAGGCG- 
CGCCTCCATCTAACAGGTAATGCGGCTTTAGGTTCTCATGCTCAGCAAAA 
GGCACTTTTAGGAAAGGTGAAGCTGGAGGGGTGCAGAGCCGGAGAGCAGC 
CCGTCCTTCACCCCTGAGCACTTCTCAGGAATTACAGCAAAACGTGTAAT 
TAAGAGTGGCAAACGGGGTATCGAGTCCTTCGGGTCTCAATTATTTTCCT 
FEUILLE DE REMPLACEMENT (REGLE 26) 
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GAGTGGGAATAACCCGTTGCTCTTCCATCTCTCTGCATTATTCTGCTGCA 
GAACGAGTGATGGGCTGCTGGTTTTCACCAAAATACCACCATTTCCCACC 
CGAAACCCTTCTGAGTACCTTGAAGCCTCTTCAGGGTTTCCTTCAGAGCA 
CCGTTCCTCCATGAGGAATGGCACAGCCTCTCCTCCGGCCCTGGAGAAGC 
GCCCGCTGGCAGCTGGAAGGTCACTTTTCCACACCTGGAGGGGAAATAAA 
TGCATTTTCAGGTGGTTGTATCACAGAGCATGCCATCACTTCAGGACAGC 
AGAGGCCAGCACACGGCGGCCATCCCCAAAATACCCTTCAGGGCTCGCAG 
TTCCCCTGGAGCAGAAGAGCATTCATTGATGAGCTTTCTCCTCCATGGTC 
ACTGCCTGATGCAAAGCTCACAGAACAGCTTTTCAGAGAGGCCACATACC 
TGGTGATGGGGCTTTTCACATCCTGGGGACAGAAGAGAGGAGGGGGAGAG 
GAAACTCAGGTCAGTGCATGACCCATTTTGTCTTTAAAGTATGGAAAATT 
GAGCTGTTTGAGTGGGGGTGGACCTCTTGGGTCTTCCAACATGTGCCCAA 
TTTTGACTTTAAGTCATAGAAAAAGTGAATTGTTTGACTGGGGATGGATC 
TGTTGGGTCTTTCAACACATGGTCCATTTTGTCTTTAAATCATAGAAATA 
AAGAATTGTTTGACCAGAGATGGACCTCTGGGGTCTTCCTCCACGAGGAA 
GGTGAACCAACTGAGGAGCATCCATGCACGGCAATGAATCCTGCAGATCC 
ACCCCACTGCTGCTCTCCCAACCCAGCCGTGGATTTCCCCTCTTAAAACA 
GACCCCATGAGGACCTTCTGCAGTAAGGTGAAAATACTGGGAATACTGAG 
ATGAGGATAAAACGGTGGGGGGAAAGAGGAGGCTGCAAACCTCCATCTCC 
TCATTGTGGTGGGGGTTTCAGGCTGATGGAACGGCATAAAATGGGAGGAA 
AACACCCAATTAAGGCACCATGCAATTGGTCGGGGTGGGGAGGACATCCC 
TAAAGGACTTTTCCCCTTGAAAAAGCTTCCCTGGAGGAATTCACTCACCG 
ACTGCTGGCTCTTCTCTCCCTGTGCTTTCGTATCCAGCGGGGAAATCTCC 
TCCGAGTGCTTGGCGGTGCTTTTCTGCCTCTTCTCAATCTCATTTTTCAG 
GTCTTCCAGCTGCCAGAGCAAGAAGGGCTCTGTGTTTTCCTGCCTGGAAT 
CTGAGCCCTCCCTACTGGGGCTCAGCTTTCCTTCTGATGCAGAAAGTGGA 
. AAATAAAGAGCAGTGGGACTGGAAATACCAGGGGGGACTCATGAGTGGCA 
TCCCCCACTGGAGGAGCTCAATGGTGAGCTGGAATCCTTGCTAAGTTTTA "GURE 10 

TCGAATGTGGGGGACAGGAGGAAGAAATCAAACTCAAAAAGTCATGAACA 

GGTGGCTGTGAATTCGGGGCAGAAAGCTGAGGGCCCTAAAAGCACAGGAG SUITE 31 

GCAAAAAGGATGGAGAGAAACGACCCTACTGATGACACATCGCTGCCCAG 

CAGCTGACACCTACCAGATCCTCCAGGTTTGGGCACTCCAGGGCGCTCTT 

CTTCCTCGGAGACTTTCTCTCTCCTCCTTTGGAAACCCCTGATATCCCTC 

TGAGTTTCTTCCCCAGTGAACCCACAGAACCTGTTGTTTTCAGCCCTTTG 

ATGGGGTTGGGGTTTTCCCTTCCTGTTCCTTCCCAGTCTGGGGTAGAGCT 

ATGGGATGGCTGCGTTGAGCCTGCAGGTCTGCTCCTGGTGGCACCCTTGG, 

CAGGGCGTGCTGGGAGCTCTGGGTTTGTCCTTTGTCTTTCTCCCAGTTCC 

TTGTCCCGGGGAGATGCTGAACAATGTCACTTTGCAGATTTTGTCAGCTT 

CCTTTTAGGATCGAGCCATCGGGAGTGGGGTTAGGGGGTGTATATGGGGA 

AACCATAAGGAAATAGGGAAGGAGATGCACAGCCGGATCCTTGTGGGGAT 

GTGGAGGAGCACAAGTGAGGATCTTTGGGATTTGAGTGCTCTCTCAGCCC 

AGCACTAACACAGAGCACTCACAGCCCTGGCTCTGAGCTCTCGAGGAAAC 

ATTTCCAACCATTTCTGCCCCACTGTCCTTGTGTTGAGCCCCATGGCCAA 

ATACACATGCCTAGAAAATAAAGCCATGCATTACATATGTATTTAATTTT 

TGCGTGGCAACCACTGAGACCCAACTGGAGGAGATAACTGCCATTCACTT 

GGGCAGGTTTGCAGGGGTGAACTGCACTTCCAGCAAACCCTCCCTGTTGG 

GAAGAGCCACAGGGATGGATGGCACTCTGGGAGCTGAAGAACTGGAAGCA 

AACTCCCTGCAACCGCTCCCCTGGGGCACAGAGCCTTTCATCCCAAAATA 

AGGCGTCCATCATTGAGCAAATGAGTCACACCGTTGGGCAAACGACTTGC 

ATTGCATCCCGAAAAGCATTAATTGCAGAGCCTGGAAAACTAGCTGGGCT 

GGAAACATCTGCATTGCAGATCTATGGAGCAGAATAGACCCTGAACAGAT 

CCTTCACCCAAATTCCCCAGCAGGTGGGACCAAATGGCAGCGATGCGTGG 

GGCTGAGGAAA.GATACCAACACATCAAAGAGCAATATTGAAATTTCAGCT 

GTAGGTTTGACCTTTGGAGGTGGTGAGGTGGGGCTTTGTCATGGGATACC 

CACTCATATcqceatlCTe3»«IIW49^^ 



6Q/110 

COSMIDE.txt 



ACCCTCTTTTAGTTCCTCTTCTTGGTTCTACAATCACCAACCTGTGTGTA 

TTTTGGTGCTGCCTGTTCCTCTTTTGGGCTTTCTCAGAAGAAAATGGGTT 

TTTGAGGGAATCCATTCAGGTGAGTCCTCACCCCAAGCAGCTCTTCTTCA 

CTTTGTTGGCCCAAAGCTGACCCAGAGCCATACACCCAAAGCAAACCCAG 

AGCCGTACACCCATAATGAGGCAGGAAGTGGAGTGTGCAGAGCACATCTT 

TTAATTAAAATTAACTATCAGAAACGTAGGCAGAGACCAGCTCCCCACAC 

CAGGCGTTGCTATTTGCAGTGAAAGGCCGCATACCTTTGCAGGACACCCC 

AGATCTGCCCCACGATTGATGTCAAATAGATGCATAAATTTCCTTCCAAG 

TCTTCAGTGCTCTCTGGTGGTTTCCCCACCCTGCAGAGGGACCGCCCCGG 

GGCTCCCAATGGGGACAGACACAGGGCAGAGCAGCGGGTCCCCTTGGCAC 

ATTGCTCCAAGCAACCACAGCACACATCCCATCAGATGCCCCTTTCATAA 

AGGACATCTCAAGGACAGATCTTTAGGGGAGATCTAAACCCAACCCAATC 

CAAATGGGACATCAGCTGCCCACTCGTGGACTGCTCCTCTGAGGGGGGAT 

TTTGGGTGATCTCTTGCAAGCGAGCCCCCAGCCCTATCTTGAACAAGGGG 

AGGACCTTCTCCCCATTGAACAAAGCCCTGGTGTACACCAAGATGGGGGT 

GTCATCATCCGAGCTGAAGAATGCCACCCGACCCCCTTCGTAGTCCAGGG 

AGACCCGAATCCTCCTGGGAAGTGCATTCAGACGTAGGTTGGCACGGGGA 

GACGTGAGGGAGTGGTAGGCCTCCAGCGCCCAGACACCCTCTTTGGGGCT 

GAAGCTCATGGGTCCCTTCCTCTTCATCGAAGCCCGGGCCACCCCCAGGG 

CCCACACCCCCCCCTGTCCCACCTCCACCTCCCAGAAATGCCTCCCCGAG 

GTGAAGCCCTGGCAGCCCAACACGCAGGGCTCGAAGCTGAACCTCTCGGG 

GTTCTCGGGGAGGTCCTGTGGCACCAGTTGGCCCCGGGCTTGTTTTCGGT 

CTTCAGAGAGATGGAGGTTGGGGTGAGCGGTGGTGGGGTCCATGGTGACG 

TTGGCTGTGGGACATGAGGGGGAATGGAGGTAGGATTTAGGCTTGGGGGG 

AGCTGGAGAGGTTCCTCTTCCTTCTGTCCTTTTCTCTGGGTGCTTTTGGA 

caItgggctggtggtggtggtgggttgatggttgggctgggtgatctttgg 
* ggtcttttccaacctttgtgattctatggggtgtgtggggctccaccagc 
ctcagtgtcccccagtagagatgtaggagaatggggagaggacaaatttt 
agggcagcataatgcgggagggacaaagacatgggaaggggacagcttga figure 

cattcacggaggggaaggggaagcacaaacactgttaggttttgccttga ~ 

atctgttactggctttgtaggaccaccagcatcaggatgctgtccccatt suite 32 
ccctcccttccctgtgggactgcgttgttttttcccaagaaaaccactcc 

CCACCCCACATCCACCACTGCTGACATACCTGGCTCTTGCAATTGAAACA 

tcaggctgtctgaaaaggagaacaaattcactgcattgggtttatgcttc 
aggaaaaggggctgggagatggggaagggaaaccatgggggtctgggggc 
ttcgcagtgcaaaagctctgggtttactgcaagagccccacgaccctccc 

AGACCTGGAGGAGACCCCGACCCCATTCAGTACCTTGGCACTTCTGCAGC 

gtcagtctcaccaggacgttcttctgaaggaagtcctccaaccttctttc 

CAGAGTGGGGGAAATCTCTGCTGGAGGGCTGAACTTCATCATCTCACAGC 

tgcaaagagaggagaagggtggggatggggggactgttgcgttggttggt 

TGGCTGTTCATTTTATTCTCAATAGGAGAAGCTATGGGGTGAGGATATTT 
GCACAGGGACGAAATCCCTTTCCCCCCTGGGATCCCTCTGCCTTGCAGCC 
CTCCCCCAGGGTGCCATCCAAAAATCAGGGTGACAATAGGAAGGAGCCAT 
GTTACCTATTCAAGAGCCTCCTGATGTCCTAAAGGTGGGAGGAGAGAGGA 
GAGATGGATCAGAAGAGGAGCACCAAGGGCTGCCCCTTCGTATGGCAATG 
CACAGCAAAGACCACCCTGCCCACGGTGTGATCCCCCCCAGCAGCAACAC 
AGGGAGCTCCCATGGGGTTGAGTTTGGGTTCTCAGGGTTTGCTCTGTCCC 
CCCATTTCCCACCACCCCTTTGGGTTCTCACCAGCAGGAATTTGCTGTCG 
GGCTGCTGGAATTTGCCCTCCATCTCCCAGATCAGGGTGTCAAGGTGGGA 
CATCTCCTCCATCACCTTCGTCACCGCATCCTCCTGTACTTTGGTGACGG 
CTCTGTCCAGGTCTGCCAGCTGGACCAGCAGGAAGCGCTCCTTCTCCTTC 
AGAAATCGCTGCAACTGCTCGAATTCACACACTATCCTCTTCCCTTCCTT 
CTTGGTTTTCTCCTGTTGGGATGAGGGAGAAAGCCAATGGGGTGGAATAG 
AGGCAGGAAGACCCCCCXTSGGGT^^ 
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ACTAATGCCAATGGGAATTTATCACCAGTGCCAATGGGAACGTAACAACA 

GCGCCAATGGGAACGTAACACCAGTGCCAGTGGGAATTTATCACCAGTGC 

CAATGGGAACTTAACATCAAAAAGCCAAAGATCATCTTGCTGGGCATTTG 

GGAGCAGCAGGAATTTTTCAGGAGTTTTATCCCAAAAGCAAAACCAAAGG 

AGGGGGTAGGAGATGAGCTCTGTATGAGGGATATTTACAGAGTTTAGGAG 

GATCTGCTACGTTATCTCTTTAACACAGGGGTTCCTGCGTAACCCCAGCT 

GATAAACACAGCCTTAGCGCTTTCCCAGCCCAGCTGCGAGCCAAAAATGC 

ATGATCTGCCCCCAAAATACACCAAAACAAACAGGACAGGGCGGAGGGGA 

AGGCAGACACCTCCCCTGCTGCACCCACCAAATACAAGCCCGTCCTTCCA 

CCAGTCCTTCTGCTTTCCAGGTACTTTTCCCTCTCCTCCTTTGAAGCCTG 

GAGGCGAGCCTGAATTTCTTCCTGTGCCAAAAGAAGAAAGGCGGAAAGCC 

TGTTTTCCCACTTAAACTGCTTCTGTCAGATGGGAGAGGCTTTGCTAAAG 

CCTGGAATCCTCTGCAAGGTGCAGAGCTGGGCAGAGGGAAGCTCTGTGAG 

CACGGTGTGCTGCTCTGGAGCTCTGTGCAAGCTGGGAGTATTTTGCAGAG 

AGAAAAGAGGGGAGAAGGGAAGGAAAAACACGAACTTGCTGCAAACGTAG 

AGAAAAACGCTGCAAAAGAGCAACAAAAAAATCAGCACTGACAGCTGCGC 

AAGGAGGTGTGGAAGGGCAAGATAAGCACTTGGTGAGATTTCCCTCATAA 

ACACCCCAAAACGGCGGCCCTGGGGTGTGTTTCTGTATTTAAGAGCCCTC 

AGTGGAATGGTTTTTGCAGGGCTGTGGTCGAAGAGCAAAGCATCAAAGGA 

AGGAGAGGGCAGTAATGTTGCAAAGGGCTGACGGCGGTGGTTGCAAAGAG 

GGAGGATGGGGGGGGATGCGCCAAGCAAAGGGTTGCGTGGGTTCACCCGC 

AGGGATGCACTGCGCCCTTGGCTCCGGGTTTTGGGACCGTACCTTGTACT 

CCTGGGCCGCCTGGTGGGCAGGGAGCACAGCGTGGGAGCGGTGCGCCTGG 

GACGCGTCGCACTGCGCGCAGATAGGCTCTTGGTCCTCTGTGCAGAAGAG 

CTTCAGAGCCTCGCGGTGCTGCTTGCACCAACCCGAGGAATGCAAACTCA 

GCfGCCGGGCGATGCTGGCGATATTTGCCAGCTCTCTGCTGGGGCGGAAA 

TTTTTGTGCAACGCCGTTTTCCTGCACTGCGGACAGGGGAAATTTCCCTC ^^^^^ 1 

CAGCCCTTCCCAGCAGCGGGCGATGCACTCCCGGCAGAAGTTGTGGCCGC 

AGGGGATGGAGACGGGATCCTGGAAGTAACCCAGGCAGATGGAGCAGGAG 

GCTTCGCTCTGCAGGCTGTCCAAGGGGCTCTGCGTGGCCATGGGCTTCCT SUITE 33 

GCTGGGCTCCGATCCGCAGAGGGAATAGGGGACCTTTCCTCCTTATCTCC 

TCGCTGATAGGAGAAATCCGGCCCCGGAGGCTGAGCCTGAGCCAAACAGG 

GCTGGGAGAGCTCAGCCCATAGGGGATGCTGGTGGGAATGGGGGCAGCTC 

GCGGCTCCCCAGCACGGAGTCACCAAACTGGGGGGATCTGGGGGAAATTC 

GGAGGAAAAGTCAGATTTTGTCCTCTCCTCGAGCAGCAAAGAGGGCAGGG 

GAGGCGATTTTTCCCTTCTGTGCGATCACTGTAAGGAATTTCCAAAGAAA 

ACGCATGGAGGTCTGCTTGTTGGGATGGAATATAGACGTATATTGGAATA 

AATACAGGAAGACGTTGGAACATGGGAAGGCACTGAGATATAAGCGTGCT 

GTGTTGGATATGACTCTGCTCGACTAAAGTGAAGGTGGTTTTAATAGCAC 

TGCTCAGAGCCAGGCGGGTTTTGGTGTTGTTTGGGGGGAATTACGTGGGT 

TTGGAATTGGGAAATATGAGACGGAAAAATAAGAATAATGGAAGCGCCCA 

ACGTGGGGCTCGAACCCACGACCCTGAGATTAAGAGTCTCATGCTCTACC 

GACTGAGCTAGCCGGGCTGATGGGCACGCACCCTTCTAAGCAATACTTCA 

TGGTGATCCTGCGGAGGGGTGCTA?^TAATTCTACCTAATTATTTTGTTAA 

TTATCCCGGTAATTATGGGTTCTGAGCAATCGCGAATCCACGGGGAAGAG 

CTGCATGGGGAAAAAGCACCTATCCCTACGGGAATAGCCGGGAACTGCCC 

GGCAGTGCTGCAGGGCGGGGGAAAGAGGGGAAAAGCAGGAAAAAAATGGG 

CAAAATGGAACGTTTAAAAGTGGAGAAATTAACAGTGAAAAAAATGCAGG 

AAGCGTAAAAGTAAAGGCTGTGTTTCTGCCCGGTTTCGAACCGGGGACCT 

TTCGCGTGTGAGGCGAACGTGATAA.CCACTACACTACAGAAACGCGCTGA. 

AGGCCGCTTCGCCGCACGGAGATGTGAAGGGGCGAATGCCGGGGCTCGGT 

GCGGAGTTTGCAGATAGGGGCCGCTCCGGGCCGCTCCCGCGCCGGTTCCG 

GTGAGCACAGAGTGCAGCGGGTGACAAAATGAAGGGAAAAATGTAAAACT 

GATGCTCCCGAATCGAGGCTCGAACCGCCATTGTCC GACT G ACAG CCGCG 

CGCTCTACCGAqnSBttflE^Oei^EIWari^^ 
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CCGTAGAGCGCCCACCCCGTTGCCTAGTGACAGGAGCGCCGCTTCCGGTC 
AAGTGATGAGCGGAGGGGGCGTGGCTTGTGTCAGATAGGACGGAAGTTCC 
GGTCAGGTGGTACTGGAAAGGGGGCGTGGCTTGCGGCAAAGGGGACGGAA 
AGCGGAAGTGCTGCCGTTGGTTGGCGGAGTTCGCACCATAGAAGAACGAC 
GGCGGCGGTGGGAGGGCGGGAGGTAGAGCGGTCCCCGGGGAGAGTGCTGA 
GGGGAGCGGCGAGGCCCGAGGAGGGAGCGGAGCTTACGGGGAGTGCGGAG 
CCTCGAGGCGGGTCCCAGCGCTTCGCTGTGGGGCAGGAGAAAGGCTTCGG 
GGCAGGAGGAAGAGGGCCTCGGGGCCTCCCCATGGAGGCGGTGGGCGACG 
ATGGGGCGTCGTCGGGGCGGCTGAACCCGGTGGAGACGCTGCAGGAGGAG 
GCGATCTGCGCCATCTGCCTGGACTACTTCGTGGAGCCGGTGTCGATCGG 
CTGCGGGCACAACTTCTGCCGGGTGTGCATCGCGCAGCTGTGGGGTGGAG 
GAGAGGCTGAGGTGGAGGAGAGCGGCGGGGCCGCGGCGTTGGAGGAGGAA 
GAGGAAGAGCTGGAGGAAGAGGAGGAAGATGAGCTGGGGGAGGAAGAGCT 
GGACGTGGAGCAGGAGGAGGAGGAGGAGGATGGAGGCGGGGAGGAGGAGG 
AGGAGGACGACATGTGGAGCGAGGAGGAAGAGGATGGAGAGCTGTGGGAA 
GGTACTGGGGGTCGGTTTGGGCCTGCCCTGTTGAGTGTCTTTATGGATGA 
GTGAGGGAATTGGGTGCACCCTCAGTCAGTTTGCAGATGATGCTAAGCTG 
GGGGGGTGTACTGATCTGCCTGAGGGTAGGACGGCCCTACGGTGGGGTCT 
GGACTGGGCCCGATGGGCTGAGGGCAATGGGGTGGAGTTCAGAAGGACCG 
AGTGCCTGGTTCTGCACTGAGGTCACAACAACCCCATGCAGCTCTACCTG 
GGGTAGAGCGGCTGAAAGCTGTGTGAGGGAAAAGGATTTGGGGGTGAATA 
TGAGCCAGCAAGAGGCCAAGAAGGCCCATGGCATCCTGGCTTGTATCAGA 
AATAGAGCAGCTAGTGGGAGCAGGAAGTGACTGTCACTCTGTACTGGCAC 
ACCTCAATGCTGCACCCAGTTCTGGGTCCCCTCTCACTACAAGAAAGACA 
TTCAGGCCCAGTGAGGATGGTGGGGGTTGGACTCAATGATCCCTGAGGTT 
TTTTCCAACCTTGATGATTCTGTGATTCTCAGACCCCGTGGAAGAGGAGC 
' TGTGGGATGGAGTGGTGCAGGGAGAACTCTACTTTGGGGACGATGATTAT 
GATGAGGATGTGATGGAGGAGGATGTGGAGGAAGAGGAGGAGGAGGAGGA 
TGAAGCGCAGAGCCCTCCGCCCCCTGTCCTGCCTGCCCGCCCTCGCCGCC FKURE 10 

TGCAGACCTTCACCTGCCCCCAGTGCCGCAAAACCTTTTTCCAGAGGAAT 

TTCAGACCCAACCTCCAGTTGGCAAACATGGTGCAGATCATCCGGCAGCT SUITE 34 
CCACCCGCACCCGCAGCGCCTCGCGCCGCCCGCCGGCCCCTCAGCCTCAG 
GGGGTCCTGGGGGGAACCCAGGGATCCTGGTGGCAACAGGAGGTCGGGGG 
TGTCCGAATCTGTGCGAGAAGCACCAGGAACCCCTGAAGCTGTTCTGTGA 
GGTGGATGAGCAGGCGATCTGCGTGGTGTGCAGGGAGTCACGGAGCCACA 
AGCATCACAGTGTTGTGCCCCTGGAGGAAGTCGTGCAGGATTATAAGGTG 
GAGTTTGGGGAAGGGTCACGGTGGGATAGTGGGTGAGGTGGGGTTTGGGG 
AAGGGCTGTGGTGGAGAAGGCGGGGTTTGAGGGAAGAGTTATGGGAGAGT 
GGAGGCTTGAAGGGAAAGTGAGGTTGGGATCAAGCTAGGTTCGTCTTGCT 
GAGCTGGTTGGGTTGGAGGCGTGGGAGGCTGGGAAACCACACACTGCAAT 
GAGGAGGTGGAAGGGTCTGGGTACCCATTTTCTGCTTAAAAACACCTTCC 
CAGCACAGTTCCTCAGAGAAAGCAAAAGGGAAGTGGCGTGAAAGTTGGCT 
CTGAGGTTCCGTTTTCAGCTCTGCCACCAAATTAGGGACAAAAAGAGGCG 
ATGACAGAGGGGATTGCCCCAGGCAGGGTTTGCTGAGTTGTGTTTCCTTC 
CCTCAGTACAAACTCCAGAGCCATTTGGAGCCACTGAAGAAGAAGCTGGA 
CGCGGTGCTGAAGCAGAAGTCGAATGAGCAGGAGAAGATCACAGAGCTGA 
GGGTAAGAGCTGAAGGTTTCTGTGCTTCATAGAATCATACAGGAGAACCA 
TCAGGGTTGGAAGAGACCACAAAGATCATCAGTTCCAACCATCACCGCTG 
CTGGGAGTGTGCCTTGGTGGCTGAGCAAGGAGAGAGAAGCTTTGCTGCTG 
CTCTGAGCTCTCACGGAGGCATCATATTCCCTTTCCTGCAATTATTGGGC 
TGTGAGGGCTTGGAAACGGTTTCCCAGTTGAATTAGAGCTTAATGAGAGC 
TTTGTGTGCCTCAGTGTTGAGTGGGAATTGGTGGTTTGGGAGCTGGTATT 
CCTCATTTGAGTTGAGGATGCTCTACATCTCTAAACCTGTGCAGACTTTG 
CTCAGTTCTGTCTGTGGTGCATTCAGGAGATGCGTAAGCTTATGGTGTGT 
GGTGAAACTGAGAGAAGCATAGCACAGCAGCCCAAAAATGAGCTGATCTC 
FEUILLE DE REMPLACEMENT (REGLE 26) 
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TCACCTCCCCCTTCTGCAGCAATTCCCCTAATGCTTTTCCTCCCTCTGCA 
GGAAAAGATGAAGCTGGAAATCAAGGAATTTGAGTCTGATTTTGAGCTGC 
TCCACCAGTTCCTCATTGGGGAGCACGTGCTGCTGCTGCACCAGCTGGAG 
GAGCGCTACGAGAGCCTGCTGGCCCGGCAGAGCAGCAACATCAGCCAGCT 
GGAGGAGCAGAGTGCAGCCCTTAGCCGCCTTATCACGGAGGCAGAAGATA 
AGAGCAAGCAGGACGGGCTACAGCTGCTCAAGGTCTTCTTCCATCCCTTT 
CCTTGTCTTTATGGCAAAGCGATAGCACGATGGTGGGAATAATGCTCCAG 
AAAGCTTCTGTGTCATGAGAGAGTGCCTTTAGTTGGTGGGCTGGGTGCTT 
CTCCACCCCTCCTTGTGGTGGTTTTTGAGGGAAAATGCCGGGGGGGGGGG 
GGGGGGGGGATATGCCCTGAGAGATTTAGGGTCTGTTTTGGTAAGGAAAG 
CCTCCAGCAATGTGTGGGCTGTGTCTTTGTTCTCTGTGGGGAAGGGAATC 
ATCCAGGCTCAGTGCTGAGTTGTGGCTGATAAGAGGATTTATTGGGAGCA 
ACGGTGGGATTGGTATCAGTCATCCCTAATCCTTTCCTTCTCTTTCCCAC 
CTTGCTGCCTCCTTCCCACAGGACATCAAGGGCACTTTTATCAGGTCAGT 
GACTTTGTTTGCATCTTTTCACTTTGAATAACTTTTCTTTTTTTTAATGT 
CAAAAAAGCATTTGAGCTTTTGTTTTAAATCCTGTGTGATGGGTACAGTT 
GGGGCCTGGTAATGCAGGGGAAAGCTGTGTCCTAACTTTTGGGTGATGGA 
AACTTCTGGCTGATGGGGTGCAAATGGGATCTGGGGAACAACTTGGGAAA 
AGACTTGGGAACTTGGGAAACAACTCTGGGGCCATTTGGGAAAGGGGAAG 
GGTGGGGAGGAGATCTCGGCCCTGATTTCTGGAAGCGTGGGTGTGCCCAT 
GCAGACCTCATGCTATAGCGAAACTCCTCACTCTGGAGAAACGATTCTCC 
CCATCCTGTCAGACAAATGGGCAGCGCTGGGAGTTCTCAGCCATGCTGGA 
CGCACGTGGCTCTACCCCAGG-TCTGTCTGCTGGCTGAGGGAGGGTGGGGG 
AGGCTGGCTGCACCAGTGCAACCAGTTTGGCCGATCCATGCGTTGCTCTG 
GTTTTTCCAGAGCTGCATGCAGGCCGCCTCACTTCTTTTCTGCTGCTGAA 
ATTCTCTGCTTTCCTCCTTTCCCCCCACCCAAAAAAGATGTGAGAACATC 
AAATTCCAGGAGCCCGAGATGGTGCTGGTGGACGTGGGGAAGAAATACCG 
CAACTAtTTCCTGCAGGATGTGGTGATGAGAAAGATGGAGAAAGCCTTCA 
GCAAA'GTTCCACAGGGTGAGAGAGTCCTCTTCCTTCTACGTGGGATGGGG 
TTCCCTCCACTTGGGATGGGATTTCTCCAGCTCTCTTGGGGTTCTCCTTC FIGURE 10 

CATCTCTGTGCTCCCATGGTTTGCAGCCTGATGATCCTTTAGGAAAAGCA 

GCATCCCTCTGTTCTCTCTGTGCTTTTCCCTTTTGCCTTGTCCTGGGTTT 

TCCCCTATTGTAGCTCCTCCATAGAACTGGGGTTGATGTGGATCTGGATT SUITE 35 

CATTATAAAGGAGGGATGACTGCCTCAAACTCAGCATGGTGCAGATACGC 

AACCAGATGAGGATTTAGGACTGGGGTGCAAGGGGGAAAAAAGTGCCAGG 

TGACCCCCTAACGACCCCCGCTCTCTGCCCTTCCTTCCAGCTGACATCAC 

GCTGGACCCGGACACCGCTCACCCTCGCCTCAGCCTCTCCCTGGACCGCC 

GCAGCGTTAAGCTGGGAGAACGACGCCAGGAGCTCCCCAACAACCCCAAA 

CGCTTCGACTCCGATTACTGCGTCCTGGGCTCCCAGGGTTTCACCACAGG 

CCGTCACTACTGGGAGGTAGAAGTCGGGGGCAAGAAAGGTTGGGCGGTGG 

GGGCTGCACGCGAGACGGCTCGACGCAAAGAAAAAACCATGGGGCCTCAT 

CAAAAAAGGGAGATCTGGTGTGTTGGCACCAATGGGAAGAAGTACCAAGC 

GCTGACGGCCATGGAGCAGATGGCTTTGTCACCCAGCGAGCGGCCCCGGC 

GCTTCGGTGTCTACCTGGACTATGAACGGGGTCAGCTTTGCTTCTACAAC 

GCTGAGAGCATGACCCACATCCACACCTTCAACGCTTCCTTCCACGAGCG 

CATCTTCCCCTTTTTCCGAATCCTGGCTAAGGGCACTCGTATCAAAATCT 

GCACCTGATGGCCCTCCAGCTTCTGATTTTTTTTTTCCCTTTTTCCCCCC 

TGCCTCATCCTTTGGGTCCCACTTTGGGACCAGACGCTGCACTTGTTGTC 

TCGCACCTGCTTGCTCACAAGGCCTCTTCCCTCCTCTCTCCTGTCCCAGC 

CTCTGTCCACGTCCCAACTCTTCTCCGGGGTCGCGATCCCAGGCTGGTTT 

GGTTTGGAGAAGGGATCCAATCTCCTTGCTGGAGGTTTTCCCTTCAGCTC 

TTGGTGCTATGGGCTCCCCTCTGCCTTTCCCAGTCCTCGCAGCAGCTTTC 

CAGTGTGCTCTTCCCCGTTTTGTTTAAAGCCTGTGGTCGAGCTTTGCGTT 

GTTTGCCCTCTTTGGATGCAGAGCTCGAGCTGAGGATGCTGGGGTCTGTA 

CATTGTGACACGAGCACTGCTTGTGCCCTCTTGGCCATTGCTTTCTGAAA 
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GTCACTCAGATGCACCAAGGAGCCTCATTTCTTTTTATTTTTCAGTTCTG 

GGGCACAACCCTCTGCCCACCTCCCACCCAGCCACCATCTGGACCTCAAA 

CCTTCCACGTTCTCCTATTCTGCCACTTGTCCACCTTCCCCTTTTGCTCT 

TCTTCCCCCTCTGGGGGTCTCCAGCTCTCCCTCTGCCCCATCATTCCCTC 

GCCAACCATTTCTTGTGGGCCTGGCACTTTATTTAGGGCCACGTAGGCCG 

GGGAGGGTGCAAAAAATTGGGCAACTTCCACCTCTGAGGCTGCTCAGAGT 

GCAGCATCGCACCAGGCCGCACCGGTGGGAAGCAGCCTTGTTTCCCCTTG 

CAGCTTAAGAGCTCTCTGAGGTGGGGGTATTTATTTTCTCTTCCCTTTTC 

TCAGCTGCTGTTGAATTTCCAGCTGAATCCTGTCCCACCAGAGAGACTCT 

GATTGCACCCTGTTGTGTTTTACTTCTTTTTGTTGGTGGATTGGTATTTT 

TTTTTTCTGTTGGCGTTACAGAGCTAGTTCAAAATATTTTTGGCTAAAAT 

AAGAATTAAATGGAGATCTAGTTTTTTGAAATGTCAAGAAATAATAATAA 

TAATAATAAAGAATAAAGAATAAAGTTTTAAAGCTGAGCCTCTCCCTTAT 

TGAGAGCCCCCAGGGGACAGGAGTTGTGGTGCAGGCCCCCCAGTCTGCTG 

TTAACTCCTGCTGGTAAGATGTGACTTAAGCCTTGCATCGTTAATCTTAA 

CTTAATTAGCAGTAATTTGGATTGGGCTGCTTCCCTTCAGCAGCTTGTAA 

AGGGATAGAGGCTGCTGGGTGAACTGAGCTCTGTGTTACCACCTCTCCTG 

CTCTCCCCACATGTTTTTGGTGGTGGTGGTTGCTTCTTTTTGGCCACGGC 

TCTATCTCCCCAGGTGTGCACTCACTGTGGGCTGCTACTGCTCCTGAAAG 

GGCTCAGGGAGACATTTGAGTCCCTTCGTCCACACGTGGGAGGAGAGCAC 

TGATGTCCCCATCCTTAAAGTTGTGGGCACAGCCTTGGTGGCAAATCCAG 

AATGGGATATAATGCAGCCATGAGCTCAACAGAGCGCTCTTTTATTGAGT 

tttgtggXtaaaatctgtgtgttgttaccacatcctcatctggttccaat 
ggtgacttgccacacccggacgaggttatctgtgtagccagcaaacagcg 
tctggggagagaaatggaggaagtggatcatgaaaagataggaatcagcc 
ctcggtgtgaacgtaaaaatctcagaaggcagctcccaaagcggaggtgc 
tggaggaaggtgggagttttaaggctgcaggaggagcagtgaaaagggaa 
aggagaaggggatatttctacctgcccatctgcagaccacgccagagagg 
tacactggggaggctcagctttgctgctggtgctgatcacctcctgcttc 
agctcatccacaatgattttgccttccaggtcctgtgcaggacagaagag 
agcgtgagggactaaggtcctgcagggagactgctgtagccaaacccaac 
cattccaactcagaacaggctcagggtgctcagaaacagcctctgggttt figure 10 

ccgcacagggatgcagtcagatggcatcgaagtttcatcacagcagagtg 

gtggctgtgccccacaccaccctcccagtccaggggatgacagtgccacc 
agcatgacccatcccacgtaaccaaaagggctctgcaccaaggcatctgt suite 36 
ggggcagggcgaggatttcgaccacaactctgcctccaaacccacaggat 

AAGGGAAGTGATTCTTTAGGAGGTAAATAGGGATGTCACATACCCAGATC 
TTGATGCTGGGGCCGGTGGCAGCGCAGAGCCAGTAGCGGTTGGGGCTGAA 
GCACAGCGCATTGATGATGTCCCCTCCATCCAGCGTGTACAGGTGCTTGC 
CTTCATTCAGGTCCCACAGCATGGCCTGGCCGTCCTGGGGGGCAGCAAAG 
AGGAATCACAGCAAACCATCAAACCTGTGGCTTTGTTCCAGTTGTCCATC 
TAAAACCTTCCAGCTTGGAAACAGCACTTGATTTGTGACTGAGATGTGGG 
TGAGTTGCCACAGGACAGCAAGAGGCACATAACTGAGCTGTGAGAACAAC 
AGAATAAGCTGCAATTTGGCCTCAGCTTTCCCCCAGGGTGTACCTTGCCT 
CCAGAAGCACAGAGGGAGCCATCAGGGGAGACAGTCACTGTGTTCAGATA 
TCCCGTGTGGCCGATGTGGTTTGTCTTCAGTTTGCAGTTAGCCAAGTTCC 
AAACCTAAATGAGGGTAAACGTGACAGGCTCAGAAATATGGAGGAGAAAA 
AAAACAACCCTCTCATGATCACTGCTCAAATATTCCCCAGAACGCCGCAC 
AAACCCCAAAGGAGCTGCTCCTCTCACCTTCACCAGCTTGTCCCAGCCAC 
AGGAGACAATGATGGGGTTGCTGCTGTTGGGGGAGAAGCGCACACAGGAA 
ACCCACTCAGAGTGGCTCTCGTCCTGAGGAGAGGAACAGCATTGGGTTGA 
AAGCAATGAAAAGCATCCCCAGTCCGAGCTGCTGCATCCCACTGCTCCCT 
GAGCCCCTCATAATTGCAGGACGTGTCCTCAGACCCCCCCCAGAAAGAAA 
GGTCAGCAGGCACTGTGTCACTTCTAATCATTAGGACGGAGCTGGGAGAT 
GTGGATTACGGAfgWM*C©5^BJ£»R^^ 
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ACTCAGAAACAAGCAGAAAGAGGTTTATTTTCACAGTGTGGAAACTCAGA 

TCCGTTGCCTCACCTGCACCGTGTATTTGCAGACACCCAAAGTGTTCCAG 

AGTTTGATGGTTTTGTCCCTGGAGCCCGAAACGATCTGGCGGTTGTCGGA 

GGAGAAGGCGACGCTCAGCACATCCTTGGTGTGGCCAACAAAGCGGCGGG 

TGGTGGTTCCTCTGCAGGGACACCAGGAGGGTCGCACGGGAGGGACAAAG 

CTCAGCAAACCCCCATTAAATTAATTAACCCTCCCCTAAATTGAGGAGAT 

CGTGCTGCAGTGCATAAATTCTTAATGAACACAACTGATGGAAGCAGGAA 

GGAAGCTAAAACGGAGTCATCTCCACATGGGTTGAGGAGTGGTGGTTCCT 

TCCCTCCTTCCGAACAGGAACAAAAGGGTGCCAAAGCTTTTGATATAGGG 

TTGGAATAATCATGAGGAGTTTAGGATATAAAACTCAGCTTCCGTGGACA 

CACAGCAGCGTAAGTGCTGAACGCTTTTGGAGGATTGGGGTAGTTCTGCT 

TCCTGAGGAGTTTCTTCTCCTATAGTACTCCCAAAAATCACAGTGCAAGA 

AGAGCCGGTGCTGCTCCAACCTCACCCCAAACTCTGTACCCCAAAATCAC 

ACCGAAGGAAAAGCCTGCTTGCTCCAGTCTGTACCCCACAGCGATGGTGA 

AGGAAGAACCAAATCCCCCCCTGCTGCTCCACCTGCTTCTCTCCCATCAT 

AATTGCAGGACGTGTCCTCAGATCCCGGAGGATCAGCAGACTGTGTCAGG 

TGTAATCACTGGGAGAGTGAGCTGAGGGAGGAACCGCTTTGGTCCTCCCT 

CCAAGCATGATTTACCACCCAACCTGAGAGGAACTCACCTCATTTTCACG 

CTGTACCGCACACCTCTCACCCACCCCAACACCCAAACAAAACACAGAGC 

CCAGCTCTGCCCCAAACCCCCACCCCAAAGCCCTTTCAGTCCCCAGGACT 

CACGTGGTGAGGTCCCACAGCCTCAAGGTGCCATCCCAGGAGCCCGACAG 

CGCAAACTGCCCATCGGAGGAGATGACCACATCGCTGACAAAGTGCGAGT 

GGCCGCGCAGGGCGCGCTGCGGGATCCCGTAGTTGGTCTCATCTCGGGTC 

AGCTTCCACATGATGATGGTTTTGTCTGGGAAGGGGGAAAGGCAGCGGCC 

TCAGCTCCAACCCTTCTCACATTCCCGTCCTCACTGGGCTTTATCTCCCT 

CATAGCAATGGGGGGGTTACACAGAAGCACCGCACCCCTTCCTCTCAGCC 

CCCCAACCGCCTCCCTACGTCCTCATACACAGCAGCCTCCCCACCCTGCA 

GCTCTCTGTCCCCGAGCCCTGCACCCCATTCATCACCTCCCCTCCCCCAT 

GGTCCCCCCCAGCCCCCTCCTCTACCACTGACGGTCTCCCCTTATCTCCC pypyrop 

ACAGTCCCCTCCATAGGCCCCACAGTTCCCTGCCCCCCCCCACCCCACAG ■^^ 



TTCCGCCCCCCCCGCCTCGGACGAGGCCCGAACCCCTCAGGCGCGGCCCT 

CACCCCGCGACGCGGAGAGAATCATGTCCGGGAACTGCGGGGTGGTGGCG SUITE 37 

ATCTGCGTCACCCACCCATTGTGGCCCTTCAGGGTACCGCGGAGGGTCAT 

CTGCTCCGTCATGGCGGCGGCGGGGCGGAGGGATGGCGGCGGATTCAATA 

AAGGGCCCGGCCCGGTCCGGTCCTACCGCCCGCGATGGCCGCCAGCGCGG 

AAAGAGAAAGAGGGAGGTGACTTCCGGCGGAAGCGGAAGTAGCCGCTGGG 

TTGTACGGCAAGAGGGGCAACATGGCGGCGCGCATAGAGAGCACGCTGAA 

TGGGGGAATGGGCTTTGGAGGTGGGGAGGGAAGGTTGTTCTCTGCCGCTG 

CAGGGACACGAGGTGCGGGCAGAGCACCTTCTTTAACATTTGCTATTATT 

TAACGTTTTACATTTAGCATTTTTATTATCCCTGTTGTGCCAGGACGGAG 

AAGAGCAGGGTGTGCAGCCTGTGCTTATCACCTGCAGCTGTCCCTGCACC 

CCACAGCCAACCCAAGTTTGTGACGCCTGAGCAGGATCTGACCCAGGAAG 

GCAAACAGAAGGTCTGAGTCCTCCTCCCTTTCCTTTCCCATCCCTCCCAC 

GCTGCAGTTTGGGGGCTGTGACCCGTCCGCGTTGCTCAGTGCTCATTCCG 

ATGAGCAGTGGCTGATGGTGATGTTCACAAGTTTTTGGCATCCCTGTGGG 

TTCCACCCCCGTTTTGTCTCACCAGCCTTTTTCTATCCGTCCTTATCAGC 

AGATCATCCTTGTTATTAGATCTGTCTTTTTCCAGTCACGGCTTTGCATT 

TTCACCTTGGTTTTACCACCTAACATCAAGCCTTTTGTCCCCATCTGATG 

ATATTCATGCAGATAAATCCGTAAAGCAGGGAAGAATTAAATTCTGGCCC ■ 

CTTCTACACCCATTTAGGTTTAGATCTTTGCAGCATTCAGCCAAGACGTG 

CTTCCAGAGCCAGGAATAACGTGTCTTGATGTGCCAACACACCTTGAAAT 

CCAGAAAATTGCCCCAAAATAGGCATGACTCAGCAAGCACCGTAGTGGGC 

ATGATTTGCTTGGGTGACCCCGTGGGTAAGGAGCCATTTGTTGGACACCA 

CGATGTCGTTTTTCACAGCCCTGTGAGCGCAGCGTCTTAAATTGCCCTCC 

AGACATTCCAAA^IQfigf^^RgftftjtS^ 
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GCCCTCCGGGATGAAGGAATCTCTGCCGGGGTTTTCCGTTGGATCACAGC 

AGGAGGATTTGCTTTCCTAAAGCATTAGAGTGACGTGGAGAGCCCAAATC 

GGACCCAGTGGCCACATTCTCCCAAGGGAAAACCCTTCGGGTGCCCCTAC 

GGTTCCTTTTCTAGCATGATAACAAACTTCTTTTCCATCCGCCCATCCCC 

TTTTGGGTTTGGAGGTTGACAAATCCCCACTGAAATTCCTATGTTGCACA 

CATGTCCTTCATTCTTTAAGTAGGAGTTAGCAAAGGTTCCGCATTGACTT 

AATTCAGAGCGAGATCAACAATTTTAGGCATTCTTTATGAACTTCACATT 

GTTTTATGCTGATCAGCAGCAAAAAAACATACAGGAATAGGAGTGTGTCT 

GTAGGAGTGCTCTGCATTTTCTTGCTCGTTTGGCTGATTAAGGAAGCTGG 

GAGGAAATGTTGTGAAATAATCCCAAGTGATGAGAGACTGTGGGTATGGG 

AGGAGATGCCCTCTGTCCTGGTGAGCAGTAGGGACAGAAGACCTGAGCTC 

ATTTCATATATCTGTATATTAAGGCAATGCTAACCAGTGCTGTCGTGTTA 

TTTGGGGCCAGGAGTGGCTTCTGCCCCGTTGGTGCCCATAAACCAGTGCT 

GCCCCATTTGGGATTGGGGTCTGCTCGCAGACCACATCCACCAACCAACC 

CATGGCTGATAGCAGAGAGGCGACCAGGTCAACCCTCCATATATCTCTGC 

AGAAACCTGTTCCTGTCTATACAGGGATCCCCATCCCTCCCCCAGCCCTC 

CTTCCATCCTCGGCATTTGGGTTGGCTATAATTAGGCTCTGGGAACGTTC 

CCCTGCTGCCAGCACAGCTGTCGTGTCTGCAATGATCCTTCCAGCTCTCT 

GCGGACACGCAAACCCTCCAGCAATCCTAAATACCCATTTCCTGCACTCC 

TGGGACAAACTGGGAGCTGCCAAAAATCTCCAGCCCCCCACAGACGTGAC 

CATCACAGCACCAAGGAGCAGAGCAAGCGCAACGTGATTACGGTGCAGGT 

CGGGGTAAGCCTTTCTCTTTCTTCCCACAGCCCAGGATTTGGGGGATCCT 

ATTGGCXGTATGGGATCTGGGAGATGCAGGAGAAATGTGATCCCTTTGCT 

GTAGCAAAACAACCTTTTAGAGTCCTGCACCTGAATCTGGCAGTACTGGA 

AAGCAGGAGAGGGATTAAGAGTCCTTCTGCATTATCCTGCTCATAGGGAA 

ATACAGCACAGAAATCATTGGGGCTGCTTCCTTTGCTTTCTTGGCACAAA 

TTTAGGTCCTCATTACAGCGTTTCTTTGACTGAGACCCCAATAGGATCTA 

CAGGGGTAGAACAAAGCAGACAAAAAGTGATTGATGTTTCCTATGCGATT 

TGTTGCCTTTTCCCATTGAGATTTCTGCTTTTCCTATGGGGCTTTTTGCT 

TTTTCACAGCTTTTTTTATTCACTGTAGTGAATAGAAATTTTTAGGGCTT 

TTAGGTCATTGATGCTGTTATGAACACAGAGATGAACTCATAACACCTTC FIGURE 10 

CTGGTGTGGTTTGTCTATGGGATAGAAAGGAGCTCATGGTGCTGTGGACA 

ACTAACAGAGGTGCCTGAGGGCTGGGCCCTCTTTGTGCCCCTTCTGGGGG 

TCAGCAAACTCCTTTTATTCAGATATAAATCCCCTCATCCACAATTTCAC SUITE 38 

CAGTCTTCCCAATGCAGACCCCAAAAAACATCCCCAATGACAAAGTCCAC 

GAACTGAGAAAAGCAGCAAAAAGCCTCCCAGCCCCAAATATTTATCCCTT 

ATCCCATTTATTTCTATGGGCAAAGCTATTCTAGGCATCAGGAAGGTGGG 

AGATTCCAGGTCAGTTTGTTCCTAATTGTGATCTTTTAATGATGTTTCTC 

CCATCAGGTGGACATTTGGAAGTGGTTCTGACTGGGAAGAGGACGTGATG 

ATGGCATCAGGTAGAGCTCAGAAAGTGGTATTTATCAGCAAAGCAATTTT 

CCAGGTCTGTTTTTTCCCATTTTTCCCATATTTTTTTCTTATTCAGGGAA 

GAGGAACGCGGATCTTGGTGAGTGATTTTCTTCCTTTTACCTTCAAAAAG 

TCCCTTTCCATGTGTAGAAATGGATATACGTACCCCCCACTGATACCCAT 

TTCCTTTGTTCTGTCCTTATATTTATACTTCCCCATATTTTGAACACATG 

AAAACAAAGCCCACATTAAATAAATTCATAAACAGTGCAATTTTTGGACT 

ATTATTTTCCATAGAAAAGTATTAAATCAGTGCAGAAGTGCCTCTGGAGG 

TGACTTCTGCAGCACCCAAAGAGAGAGGCGTAGGGCTGAGTGCTCTCTCT 

GTCTCTCTTTTAGAAGAATGGGATGCAAAAATCAGTGAGTGCCCTTTTTT 

CCTCTCCCTTCACGGTGAGGTATGGGTGTGGAGGACCTGAATTAATGTGA. 

ATTCCTCTGTTTTAAGGGAAGCTAACAGAAGATTTTGGTAAGTCGCTTAT 

TTTCCTCGATCTGAGTGCATATTTCTACACCTTTACCATCAGTGATGACC 

AACGTGTGTATGCATTTCTCTTTATTCCATTTAGAAGAGAGCGACACAGA 

GCTCGGTGAGTGCTTTGGGGTCTTATCAAGGTGGAAAGATGCCCCTCTGT 

GCAACAGTGGGGATTGGGAGAAGCCCTTCAGCTCTTCCATTTATCCACAT 
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CTTTGGGCATTTTGGGGTTATTTTTGTTCCTCGAGAGCTCCCAGGATTGA 

CCCGTGTCCATTTCTGTGTTATTTCCAGAGGAATGTGACACAGAAGATGG 

TGAGTGTCCTCCGTGAGAGGGCTCAGAGAAAGACTTCCACCAAATCTCCC 

TCCTTTAATGTATATTCTGATGTATTTATTTAAGGGGATCTCGCAGCTGA 

GATCGGTAAGTCGTGTGTGGTTATACACCCCTATTTGTGCCTCCCATCAA 

ACAGGGCTCTGTGCAGCTTGAGTTGGTTCCCACAGGGTTTGTCCCCCACT 

CTTCACACGAATATGGGGGTAAAACCCAACAAAATGGCACAGAGGGATTG 

CAGAAAGGGCGGGCGTTGGGTGGCGCTGTGTTCTGATCCAAGGGAGGGTG 

AAGCTCATGAGAATGGTTCTTTCTTTCTCTTTTTGAAGACAATCTGACTG 

CAGAGCTCGGTGAGTGCTTCCCTTTCCTCTCTGCTTCGTTTCACTGTTGG 

GTTTTTAGGGGGGAAAAATGCTTATTCCCCCCATAAACACACACATGTAA 

CCCAACCTGGGCTGGAAGAAGGGTCCAAACGTTCATAACTGCAGACTGCA 

ATTATCATTCCCAATTGGAAGGTGATTCCATCATGAACCATCCACCCATC 

ACAGTGGAATTCTGACAGTGTTTCTCTCTGTTTTCCCTTTCAGAGGAACG 

TGATAGGAAAATCAGTAAGTGCCTTTTTCCTTCCAGAACTGATGGGAAGC 

GATGGGTTAGGGTTAGGGTAAGGGTTAGGGTAAGGGTTAAGGTTAGGCTT 

GGGGAAAAATAAGTTAATACATTTCATTATGGCTTAGAATTGAAACTAAT 

GTTCATCTATTTCTTTGTTTTAAGGAAAGCTCACATCAGATCTTGGTAAG 

GGTTACTTCCTTTAAACTATCCTTAATTCTGCAACAGTGCTGGGTATAGA 

GTAGAAAAATATGCATGTGAAGGTGTATGTATGCACATGTTAATTCATTC 

CTATTTATGTACTCGTTAGTTGCTATATATGTATTAATTTATTCACATTA 

TATATATATTTGTATATATTTGCAAATATTTGTATGTATGTGTGTATGTG 

TGAAGAG^TTGGGGTTTCCTCTGGTTGAAGAGGGGGGTGAATGACAGCAG 

GTGTgCTTAATAAGCCTTATTTTCAAAACACTAACAAGGAGAATTGGGAT 

ACACAGAAATAAAGCCTAAAAATGGGAAAAAGAAAAGAATGAAATGGGTA 

AAATATTGAAAAGAACAAAAAGTTTGGAGAAAAGAAATGACAGTTTTGGT 

TGGGTTGGGGCTGCTCTGCATTTCTCCGCTTATTTTCTCCCTTTGCTTTC 

AGGTGATGTTGACACAAAGCTCAGTGAGTGGAGCTGCTCTTCCTGCCCCA 

CATTTAAGAGTATTTTTGGTATTTTTAAGACTGTTTAAGAATATTTGGAC 

ATTTCCTGTGGAAAATGGATTTCTGGTCTGTAAAAAAAACCTGGGGCTTA FIGURE 10 

TTTTTGAGGACGGAATAAATGTCCCAAAAAAGGGGGATTTTGGCATCAAT 

TGACTGGGAGGTGAAAAATAAAAGCAGTGATCTGAGCGTGTTGGGGCCAA 

TGGATGAACCTCAATGATCATTGTGGTCCTTTTCAATCCAGGCCATTCTA SUITE 39 

TGATTCTGTGAAAGAAAAGAAGATAATTAACATTTAATTTTCTTCTTTCT 

CTTCTCATTCCAGAGGAACGCGACAGGAAAATCAGTGAGTGTCACTTTTT 

TGGGGCCAAAACCCTCTGATTTGGGGAAGGGATCCCTGATAGAAGTGGTT 

AATCCTGTTGGTTTTTCCCTCCTTGCAGCCAAACTCTCAGCAGAAATACG 

TAAGTCCTTTTCCTCCCCAATCTGAACTGTTTCTTTGTATTCTTAGACTT 

CCTTTTTTTTTTTTTTCTGTTTTAATTAAAATAATGCTTTTTTTTGGTTG 

GTTTTTTTTTTCCCTATTTGACAGGCAGACTGACTGCACTGCTGGGTGAG 

TGGTGCCATTAAATCCGTGTGTGGTTTTGGGCTGAAAACCCTTAAAAATG 

GGAACTCTGCACCCAGACAGCTCATCTCTGTGCTTTGTTTCATTTGTAAT 

AGAATAAAAATGGGGGGAAATGGGCAAAATGAGCATTGCAGTGAGCAGAG 

CTGCTGTCCTGGGGCAAGAGGGCACCGCCGTGTAAAAAATACATATATTT 

AACCATTTTTCCTTCTTTTTTTCCCATTTAGGGGACCGTGACTCAAAGCT 

CCGTGAGTGCCACTCTCCTCCTGATTAAAATCTGAGTGAAGATGTGGATT 

TTCCTCAGTGTGCTCCTACAATCTCACTTTTTCAGCACAGTTTTCCCCAA 

ACTTTGTGTTTCTCCACCCAACCCCTTACACTGATCCTAAATGGGTGTAT 

TGCCTGAATCAGTGGTTTTCTTCCCTATTTTTTATCTATCCTGTTTTATT 

CCAGTATATGTTTTTATGACATAATTTTATGACATATTTTGTTCTATGAT 

GCCCATAGACCTTATTACCATTGCCTGCCCTGTGTGGATCAGAAAATATA 

TTTAATATAAAACAGATATCTCTACTGACAGTGATTTCTGATGCACCCAT 

GAAGGAAAAGGATTTAAAATAAACTTTAATTTTTCCCTTTTTAGGCAAAC 

TGACAGCAGAACTCGGTAAGCCATTTTCTTCCCCATTCCCATAAAACAAA 

TGAAATTATGGABeOll3li£E/B:3SE»e^^ 
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TTGCTCTAGGACGGTCTGAAAAGTGACCAAAATCTGCTTTTACTCATTTT 

TCTTCTTATTTTTTTGTAGCAAAGTGCGATGCAACGATCAGTAAGTGCTG 

CTGCATGTGGGGGTACCTCCATCTTCGGGTCATTTTCTGCTGTTTCAGCA 

TTGAAAGGACATCAGAATTCCTTAAATCCAACAAAATTGGGGTCACTCGA 

AGGAATCTTTGCAGATATGGGGGAAATCAGAGCCAAATTTTGAGGGGGGG 

AGGGAAAATCTCAGGGGTGTTTCAGAAATCCAATGGGATCTGATGGTATT 

TTCTGCTCTCAGGACTGTTTACAGTGGAACTCGGTGAGTCCGTTTCCTTT 

TTGTTTTTTTTTTCTAATTATTATTTATTAGTAGTATTATAAATCAATAT 

TACTGTTGCTTATACATATTGTTGTACATTATATACATAATACATACATT 

ATATACAGTATATAGTATACAGTAGTATATAATATTATGTATTATATATA 

TATAATGTATTATAATAATGTCATATCTAATATATGTCTGTATTAGATAT 

AATGCATATATATTATTGTACTACAGTCATATTATAATACATTTACTTAT 

ATCTGCCTTTTTCCACACGTTTCATTGACCTGATTAAAAACTAAATCCTA 

AAGGCAGAAGAAGATGAAAACCCCCAAATTAACACCAAATAATTGCAGCT 

ATAGATCATATCTATCAAAGCAAATTTGCCTTCAGTCCACATCACGAAAT 

TAACAATAGAAAGGTTTAAATTTGGAACGTACAAACAATGACAAATAACC 

CCCAATGGCTTTTCTCTTCTTGCAGGAGAGCGTCACACCAAAATAGGTAC 

GTGAGGTGTTTGCTACCTTCGTTTGGAAGGAAGAAATTGCATTAATAAAA 

CCTCTGTCCAATATGAAGCCGGGGTCAAATTACTCATAAATCACCACTGA 

TTGTCCATGAATTAACAGGGAAAAAAAGGCTAAACTTGAAAATAACATTT 

TTTTCATCTCTCTTTTAAGGGGAACTCACTGCAGAAGTTGGTAAGTCTCT 

TTCCCATCAGTTTAAGCAAAAATGGTTCATCAGATATATAATAATCCCTT 

ATTTCTGCTTGTTTTTAGGGGACTACAACAGGAAACTTCGTAAGTGCCTT 

TAACTTCTC'CCATTAAGAGTTAAACCTTTCAATATTTTTGATGCTTCAAT 

GTGCT53AAGCCACCAAAAATGTGTTTTAATTGTAAAGGGGCTGAGCGTCA 

AACCTGAACACTGCCATGTTGGGGGCTGAGATTCGTGGGATTTGGGTTTT 

CAGTGTGAAAATGCCTCTGGGTTTCTGTGCCTGAGCTCAGGGAAACACGA 

CCAGGGCTTCCCAGTAGGAATGAGACCCCAAAATATTTCTACCTGGGGCC FIGURE 10 

TTTTCCCATTGGGAATTTATTCTGTAAATCCATATTTCTCCACGTTTGAG 

CGTCACTCATCAAATGTCACAATCTTGGCAATGTTGAGAAGATATATAGA 
TATCTATTTTAATACTGATTAATATGGAGGTGTTTGTGTTGGTCAGTGAT SUITE 40 
GTCATCGGGAAAAGATCTGAGTCATTGAATCCCCATTTCTTTTCTCTTTA 
TTTTAAGGGAAACACGCAGCAGAACTTGGTAAGGGAATTCCCTCCCTGGG 
TTTGTTCTCTTGTTTTTCTCTTTTGGAGGGGGATTTTTTCTATGTCTTCT 
TTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTT 
CTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTC 
TTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATG 
TCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTA 
TGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTC 
TATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTTTCCTTCTTT 
CTTTCCTTCTTTCTTTCCTTCTTTCTTTCCTTGGATTTTGAGCCAAAAAA 
ATCACCTCAAAATGAGCCTGAATGTTTGCACTGAGGACTGAGCACAGCTG 
GGCACTAATTCATCTTTATTTCTCTCTTATTTACAGAGGAACGCGATCTG 
AAAATCAGTAAGTGCTGCCCCAAAGCCATAGGGCTATGCTGGGCTTCATC 
CCCACAACATGAATTTTATAAATTAAATAAATAAATAAATAAATAATTTT 
ATATTTTATGTATTTGATATTAGCAGTATTTAAAAAAAAGAATAAAATAA 
CTCAAGAATCTTAGGATCAATAGTAACACAATGATGCAACGTGGATACAA 
AAGCAGTAATTCCTATTTCTTTGGGTTTTTATCCTTCCAGGGGAACACGA 
AGCAGAGATACGTGAGTGTTATTTTATATACTCTATAATGGAAAACTTTT 
TTCTCTGTAATATAAAAATAGGCTTTATTATTTGAGGGGTTTTTTGGCTT 
AACGCAAATGCGAAGTGCTTGAAATTCTACGTATGAAATAGAGGATTTCC 
CATAGAGAAAAACAGCAATTTGGGGCTGGAATAAAAGTTTCATTTCCTTG 
CTGAAAAGTGAATGAAAAGGGGGGGAAAAGAACATAAAAATTGAGTTTTT 
TCCCTCATTAATCTGTCATGAAATGGGTTGGGTTCCTGAATGGTGATGTC 
AACACCTCGTTTTGGGTTCAGCCCAACATAATATGTGTCTGTCCTTTATT 
FEUILLE DE REMPLACEMENT (REGLE 26) 
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TCTGTATCACTGGTGTTAAAGAGAGCTGTTTTGAACTAATATCTCTTTTT 

TAATTACTTTTTCTTTTTCTTTTTCTTTCCTTTTTTCTCCCGTTTCTCTC 

TGTTTTGCTTTAAGGGCGCCTCACTGAGCTGCTCGGTAAGTGCATTTCCT 

TCCTTGCATCTGTCAATCCAGCAACAAACCAAAGCCTATTTTGGGGGGGA 

AGGAGGGGATAAAACACAATAATGATGAAATCAGTGCTTTGGAAAGGGTG 

CAATTATTATTTCTCCTGCAAATGAATACTTCCTTTTCCCTTTTGTTTGC 

AGAGGACCGCGATTCCGATGTCCGTAAGTCCTTTTGTTTGTCCCGGAGCT 

GTGAATCCTCCAATGGGAAATGCAGAATTTCAGAGTCTGCCCCAAAAATG 

ACCTTTTTGAGGCTACAAGGGATGGGAAAATAAGGAGAAATGTCCTTATT 

TATTGATCTCCTTGTTTATGTGCAAAACTGGGTGACTCTTCTCTGCCGAA 

CACGTTAGAAATAAGAACACAAAATGGGAGGAAATGGTATTTATTCATAT 

CTGTTGTTTTTCTGTTTAATTTTTAGGAGAACAGGACATCCTCATTAGTA 

AGTGGCACTTTGGATTGATAAGAAATGCAGCTCCTGGGGACGTTTGGGTG 

CTGCGATTGCTGGCACTGCTGGGGCTTTGTGTTGTGGTGGAAGTGGAATT 

ACTTCAAAAGAAGAGAAGAATGGAATTATCTGGAGAAAAAGGGGAATAAA 

TGGAACTGTTTGGGAAAAGAAGGAGGAATAGAATGGAAATATTGGGGAAA 

AAAGTGAAATAGAATGGAATTATTTCAAAAAAAATGGAATGAAATTTAGG 

GAGGGGGAAGGGGAAGTGGAATGGAATTATTTGGGGGAGAAAAAGGGGAA 

AATTGAATGACTGGGGGGGGAATGGGGAAATAGGATGGGAGTATTTTAAA 

AATACAGAATTGTGAAGGTTTCAGCCCATCTCAGAGAGTTTGGTATCCTC 

GAGTTCCCCCTTTGCAACCCATTGAGCATCCTTGGGATGACACCAAATTC 

TGTTTTCTCCTTTTCAAGGGAAACTGTCAGAAGAGCTCGGTGAGTTATTT 

CCACTTCJTTACATACAAAACTGATTCTGGATATTCTTTTTGTGTGTTTTC 

CTGCTTTGCCTCTTTGTGTTTTAAGAGGCAACTGCAGAAGGAATGGCACA 

AAGiSGTGCAGAGGATCTTTGGGATAAATAACAGGGAAAACAGGGATGGGA 

TAGCAATGAGTTGGTGCAATAATCTATGGCACAAAAGGTGACGGCGTGTT 

tCACATTTTGCTTTTTCTCTTCCTTTTAGAGGAATTAAGGGGTCGGGAAG ftgupe 1 0 

TTGGTAAGTGAGATTCCTTTCCCTCTTCTCCCCAAAAGGATAAGGGGTAA 

TTTGGATTCTGATCTCTTTTTCTCCCTTTTTGTTCCTAGAGGAGAGTGTT 

CTGGAGAGGGGTGAGTATCATTCTCTTTCTACTGCTGCTTTTGACTGAAG ^^^^^ *1 

GAATCCCCCATAAGCATGCTGGTGGGATGGGAATTCTACATCTGATACAC 

AATTATTATCATTTCTTCATTTTTTATACACAGAAATAGATAATTTTTTT 

CCTTTCTTTTCTCTTTTCCCCCTTTTTTAGAGGAACATGATGCCAGAATT 

GGTACGTGTCCATCTCCCCCTGCTTTTGTGGTGTCTTCAAGAAGGCCAAT 

GGGGTCATTTGGGATTGTTTGGGTTGAGGATTGGGTTCTTGATTGAATTT 

GGGGGAGGATTCAGGTGCCCAAACACAACATCAGGTCCCATCTCATGTTT 

TCCTATGGGCTTGGATCCTTCTGTTGGATACCTAAGAATACCTGAAATCC 

ATAATATGCCATTAGAAGTAACACATCCATCAATGATATATCCATAGAAT 

ACAAGAGAACGGTCTACATTTACTTCAGATCCCATTTTCAGGTTAACCAT 

GAAAAAAATACCCAAAGACTGAATGTCACCATTCAGGGATCCCGTGTGTA 

AAATCATGACTTCTGCTTTAATTATAAGAAAAATGAAATTCACTGTTTTT 

ATTCTCTTTTAAGATGAACTCTCAACAGAAGTTGGTGAGTATTTTTCTGC 

CCTCCAGCAAAACCAAAGCATGCAGTTTGCAGTCTGTTTTGGATATATAT 

TGTACGTGGATATATAACCTGTATGTTATAACACCTCTGGTTTCCTTTTC 

TCCTTCTTTTCCTCAGAAAAACGAGAGAGAAGAATTGGTGAGTATCAAAC 

TTCCCCCCAGAAGTGGACTTTGGTGTGTTGGGAAGATCCATACCACCACG 

TTGGTGCCAAACTTAATGGAAATCCTTTGTTTTTTCCTTATGTTTTCAGA 

TGAACTCACTGCAGAGCTCGGTAAGTCGTGATTATAACTCATAACGAGTT 

ATAATGCTATTGTTATATATAATATACATATTATATATTGTTGCTATAAT 

TCATAATAGAGCAAACAATCACAAGGCACAG/^TATGGGTTTGCTTTGA 

GAGCCAAACCTTAGGAAGTGATAACACAATGGGAAGAGGACAATGACCAT 

TTCTGTTGTTCCTCTTTTCAGAGCACTACAAGGCAAAAGCAAGTGAGTGT 

CTCCTTCCTCATCTTCAGCACGTGAGAGATTTTGGGGGCTTTTGGGACGG 

CTATGGGGATTTACACATAATAAAACAGAAGATGAGAAGACAGTTTGTTA 

ACTTGAATTCA^££|lffgi^jS£^'g^ 
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TCCCCAGTACCCAATTATACAATGGGATTAATTACAGCCTGCCCAGGAAA 
GGAGCACTGAATTTTTTCCTGCGTCCATCCAGCATGAAGTCCATCAGACT 
TAAGCTTACAGCTTAAAGAATGGTTCATTTTTTTCATTTAACCCCCTCGT 
AAGTTAAAAGATGGACTTCAGCATCACAGAAGTAGCCCAGAAATAGTCAA 
AAAATGGGTCATGAATTTCCAGAGCACCCCCCCACACTTTCCTTGGTGAA 
TAGGAAAACAAATATTAAAACTAATTAATTGGTTTTTTTTTCTTTTTAGG 
AAGATGTTTTGAGGAACACAGTAAGTGCCCTTTTCTCCCTTCTTTAAGCA 
TCAC^TTTCACTTTAAGTCTGCATCACAGTTAATAATCCATCTCCTTATT 
ATGCATTTTTAGGGAGAGGCGAAGAAAAGTTGGGTAAGTCATTTGGTTAA 
TTGGGTTTCTGCTTGCAGACCCCATCCAGGAGCTCATGTCCTCCTCTTAG 
TGTC^GCACTGTAGAAATATCCAGGTTAGACGTGTAGGTAGGAAATACTG 
GACCTGCGTGGAGGTATTGCAGACCCCATTTATGTGTAGGGGAAGCAGAA 
CATCAAACTATTGAGCCTTGAGCTCCACGAAGACAAGCCACCCTCTTAGA 
TTTCAAGCGAAGTCGAGCTGAATAGATTTAATTCTTTCTTTCCCATAGTA 
AATGTGACTCTGGACCCAGAGACGGCCCACCCTCGCCTCGTCCTCTCCAA 
GGACCAGAAGAGCGTCCGATGGGAATACAGCCTGCAGGAATCCCCCGACG 
GCCCCGAGCGCTTCGACGCCGATCCCTGCGTGCTGGGTTGTGAAACCTTC 
ACCTCTGGGAGGCACTGCTGGGTGGTGGATCTCACAGAAGGGCAGTACTG 
CGCCGTTGGGGTCAGCAGGGAGTCCCTGCCCAGGAAAGGAGCCGTCAGCT 
TTAACCCTGATGAAGGCATCTGGGCTGTGCAGCAATGGGGGTTCAAGAAC 
AGAGCCCTCACCTCCCCTCCGACCCCACTGAACCTTCCACGGGTTCCCAA 
AAAGATCCGCATCTCTCTGGACTACGAATGGGGCGAGGTGGCGTTTTTTG 

atgtggagaaccaaatgcccatcttcacttttcctctgacctcctttggt 
ggggagcggctccggccgtggttctgggtggagctgggctccctctcact 
g6'ccagataaccccggaatccctggaggtgctgtggaggtgccttacagc 

• AGCTCTTCCAGACCGGGGTGGAAAAACTCTCAGGAAAAGCAGCATTAAAA 
CCTCATTCTCCCTCTTCCCAGTCAACCATTGTCATGCAAAAGAAAGGAAA 
CCCATCCTCAATGTCATCAGCATCCTCCGTGTGTCATGTCTGGTGGCCCC fJ-t»UK^ 1" 

CATTGATGTATGGGGTGGCTCCTGTTGGTGTCTGGTGCCCCCTATTGACG 

TATGAGGTGGCCCCCATTGACGTGAGGTGGCCCCCATTGACGTGAGGTGG 

CCCC"ATTGACATATGGGGTGGCTCCTGTTGATGTCTGGTGCCCCCCATT ^"-^^^ 

GACATGAGGTGGTCCCCATGACCAGCCCCTACCCTGGATCCAATGCCTCC 

TGATTGCAGTTCCAAACTCTAGGGACGTTAAACGACCCACAGAGAGGATG 

GGGTCCTCTTTGGTCTGATGGAGAGAGGTTGGCACCAGGGTAAGTCGCTG 

CCTACATCACCACTGGTGTTTTGTCTCAGCAGCTGGTGTAAATTTCTGCC 

ATCTGGGCTATTTCTGTAGAAAGCAAAGAAGCTCTGCTGGTGGGCAGCTC 

ATCTCCCAGTGTGAAAAAGCAAAATGCAACGCATGCACCCTGCTATCCAT 

GTGGCCATCCCTCTCCATCAGCTGTTGAAGGAGAAATCTGCACTCAGAAG 

AGATTGAATTGGGCTCAGATCTGGCTTGGGAAGATGATGATTCCAACCAG 

AGTCCAGGAGACTTTGGGGAATGCATGAATCCTATAGGAAAATGGATAAC 

CCTTCATCCAAGAGCAAGCTGGCATGATGCTCTGGGGTGAAAACCCATAA 

TGCCACCTGGTTTTAAGGTTTGGGGTGGCTTACAATGTGCAGCTCTGCTT 

CCGGCGAGGCACTGGGAGCCCTAAACCCATGGAGAGGTCAAACCAGTGCT 

GGAGGTCATTGTGGGCCCAGCTGCAATGGGAGGTAGGCAATTATGGACAT 

CGCTGAAGCCACCCCACGCTCTGGGGAACTTGGGTTTTCACCTTTCACTG 

CACTTTAATGGGATTTCTCATCAATGTCTGCATGTTCTTGGCCACCTGTT 

TAAAAATATAATAATAATAATTAAATCTTTTGCCCCACTGCGGGATGAGC 

AGCTGGTGGTTCCCAGCTCACAATAAACCACACTTGAGACTCCCTGGAGA 

ATTCGCTTTCTTTTTGCAGCTGGTTCCATGTGGGGCTGTTCAGCCCCTCT 

GCAGCTCATAGGCTTTTCTTCACAGCCTCTGCTCCACCTATTGCTGAAAA 

GGGGGAAATTTGAGATGGATCCCATTTTGTGAACATCTCCCACCTGTGGG 

TAATGCTCAGACCTCTCAGCCCTGTGGGTTTAATTTCTCTTTCTGCAGCT 

TAATGGGTTGGGGATGTTCATTACTGCAATAATTAGTGATGGGATAGGGG 

AGGCAGGAGAGGATCCAAGCAGGGGAAAGGGGAGGGGAAGGACATACTGT 

GTGTGTCTGFEmiSB'tJeflSlWWSe^iMg^^f^S*:!^^ 
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AGAATACCATTCCTCCCTATGCCAAAGCAGAACTGAGGGCAAAAATAGTG 

GTTATTTAAAAATATATATGTTTTAATTGACTATCAACAGGGCGAATGGC 

ACAAAGGTTGCATCACGCTGTGTGGTGGGTTTTGATGCAACTCAAAATTG 

CAACTAGGAGTTCCTGTGCTAAGTGCTAAGGAAAAATGAGATGAAAAATG 

AGATGAGAAGCCGCCCAGCTGTTTAATTAAAGCAGTTTGGTGACTGTCGT 

GCTATGGTGACTGAAGTAAGCAAGCACTGTGCTGCAAATGCCCCCATCTC 

TCCTGGAAGTCGAGGATATTTTCCCCTGTGGCCAATAATGACAGAGCATT 

TTAAGCCCAAATCTTTATCCAGCCAAATTCCACAATGGAGACACCGATCT 

GCAGGGAGATTCCAGATAGCACATTCTGTGTTTCCTTAAATAGGGCTGAT 

ATTTCCCTCTGTCCCACATGTGATCCATCTGAGCTCACACAGCCCTTAAA 

AATCTGCAAGGATCTTGTTCTGCTGCCTGGCGGTGAGTGTCTTTTTGGGG 

CTATTTGGCACCATTTTGGCAACGGGAGTTGGCAACGTCACCCTGAGTTC 

TTCCAGAGTTCTATGAAAAGCTTTAAAATCGGGTTTTTGCACTTTTTCCA 

CGATCCACCTCTAGGGACCAAGCTGGTATTGGGGGGGGGGGGGGGTGTGC 

TTTCAGGGGGGTTTGGGTTCTGTTTTGGGGGATATTTGGCATATAAAGGT 

GGTTTTCACCTTTGGGATGGGCCTTGGAAAGGAGTGTTTTGTTGGCTGTC 

CCGTTGCCTTTCTTCCTACAAAGCCTTTCTTCCTACAGAGGCTGCACCAA 

GGTCTCTTTTAGCAGATCACAAAGAGAGGGCGCAAAGAACGAGGTTAGAA 

TTCAAGTTTTTAGGGTTGAAATATGGGTAGGATGATTGAGTCCTTCTCCT 

TTGTCCGTACCAAGCCTGGAGATACCAATCTGAGATGTCAAACTGCACAA 

TGGAGCCTTCAGTGGGATGAACTTCAGGCCAGATGCCCAAGAGAGGTGTT 

AAGTTTTGQ^AAAGCCCACATCAGTAGCAATAGAAAGAAATGGGTGATT 

CATCCCTTCCAAAACTCAACTTTTGGAAGAAATTAGGGAAGAAATCCCGC 

TTCCGTGCTGAACCCTTCTGTATTTTCACCCCAGGGCAAAGAAGGAGGAT 

CGCGAGAGATTGGAGACCACAGCACCATGGCCTCTGCTGCTTCCAGAGCA 

AAGGAAAAGGGAGAGGGGGGCTCCCACCACCCTATCCCAGAGCATCAGAT 

GGGCAATGGATGCAGCAGCTCCGTGGGTCGTGGAGGTGGCACGTGGCAGG 

AGCGAGGACGGCTCGGAGATACCGAGGTCATCAGCCACCGAAACCATCTC 

AGGAAAGGGAATTTCCACACAAAACTCCATTTGGAGCACCTGGCAGAGAA FIGURE 10 

GCTGAAGCTTTTGGGGCTGGATGGAGACAGAGGGGAGAAGGAGAAACTCT 

GCTCGTGGCGCAAGAGGACATTCCCCTCCAATGGACCACGGGATGATGGA oTrr^p ,o 

GGTCCCACTGGAGCCCCCATAAAGGAGTCAGTGCAGGAGGATGTGGTCAG ^^•^^'^ 

CCCTGTGTTATTCCCTAAAGCCCTGTTTAATCCTTCATGTCCATGCTGAA 

AACTTCTTCTCTGCGAAGTCCAACACATTGCATCTCTTCCCTTCTTTCTC 

CCATCACAATATCCTCCCCAAACCCCTTTTTCTTCCTCCAGGAGCAGATT 

CACAGCGATCTGGAGAACCTCAAGAAACAAAAGGAGGAGCTCTTAGAACT 

CAAAAGGAGTGGGGAGAGGCGATGCCAAGACCTTCTGGTAAGAAGCTGTT 

GCCTTCAAGCTGGAAAAACAGAGGTCTTTTTGGGGTCCACGTTGTTGATT 

TTCCACAACCTACAGACACGGACGGAGGCTGAGAGGCAGAAAATTGTGTC 

AGAATTCCGTCAGCTCCGCCGTTTTCTGAAGGAGAAGGAGATGGTGCTCG 

TGGCACGGCTGGGGGAGCTGGACAGGGCTGTGCTGAGGAGGCAGGAGGAG 

GAGGAGGCCAAGGTGGAGGGGGACATTTCTCTCCTCGGCATCCTCATCTG 

TGAGATGGAGGAGAAACTCAAGCAACCCACACGTGGATTCCTACAGGTTG 

GATTCCTACGGGTTGGATTCCTATGGGTTGGATACTCCATTGGACCCTCT 

CCCTTCTTGTCCACCTTCTCCAAAGCTGGGGGAGATTGAACCATTTTTTC 

CTATCTCTTTCAATTCCAGGATGCCAGAAGCACGCTGAGCAGGTATGTGC 

TCCTTCAACCTCATTCAACGGGGTGGAAAGGGTTCCCCATCCCCACACCC 

ACGGATTCTAGCACAGAAATGAGAAATGCATGTGATTGAGGCAAGGTTGG 

AAGTCCCATGGGGGTCAAAAAGTGCCTCAGTGTAGGAATGGCCCAAGAGA 

AAGACCTCGTGGCCATTGGGGCGACCCAAGGGACCGCATTCTGTACGGAG 

CAGGTTGGCATCCCCAAACCTGTGACAAAGGGACATTCTGGAGCCAACCA 

CCTCAACCTCCATCCCCACATCACCAGAGATCCCCACACTCATCACCACC 

AGTCCCAGCACTGATGAGATTTGTGTCCAGGTGGGAGAGGGGCAGAACAC 

GAAGGATGACAGAGf^egnaTgf^ftefi/lpqg^e^ 

TCCCAGCAACATAAAATCCTCAGGGAGACGTTGGGGAGATTCCAAGGTAT 
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TGTGGACCACAGTATTCCTACCACATAGGATTTGCTTTGTACTGAAGGTT 
GGGGGGTTTTTTGGTCGTTTGAATAGGAGTTGTATACACTATTGGAAAAC 
AATTTGCATTAACTCACACTATCAATCATTCTTAGGCCTAAGAGCATCTG 
TTTTTTAGGACCAAATCCCACAGATCCCACATAAAATCCTGCACAGATAT 
CCATGATAAACATGGTGGGAACTGAAGCAGGCAGATGTGGGACATGACAT 
CCAACCTTCTGTTCATCCCCAGATCTTTTTCTATCTGAGCTGGAGAAGGA 
GGAGGGAGCATCTGTAGGAGAAGAGGGAAAAGGTGAGTCCTTAAAGCATT 
TTCCTTTTGCTCCATTGGTCATTTTTTTAGCCAAAATACTGCGTCAGAGC 
ATCTGGAAAATGATGGTTTTGAGCTCATTTCTGGTTTCCTAAAGGTGATA 
TAAAGAAGCTTTCCTATATTTCAGCAAAGGTTTTCTGAGCTGGAAAATAT 
GGAGACATCGCTGATCCCAAAGTAGATTTGGGGTGCTGTTCCAGCTTTAG 
GGTGATGCTCACCCATTTCTTCTCCATCCCCAACAGCGTTTGTCACCCTG 
GACCCCACCACTGCCACTGCAGGGCTCGTCCTGTCCCGGGACCGACGTGG FIGURE 10 

GGTGAGATGGATGGATATGGGGCACAACATGTCCCCTTGTCCCCAACGCT 

TCGATGTCTCCTGCTGTGTGCTGGGCTGTCGAGGCTTCACCTCAGGGTGG cirm? aa 
CACTTTTGGGATGTGGAGGTGATGGGTGGTGCCACGTGGGCACTCGGGGT ^^"^^^ 
GGCACGCAGCTCTGTGCCCAGGAAGGGTTGGCTCACTTTCCACCCCGATT 
ATGGGATTTGGGCTATGGGATGCTGTAGGAACAGCTTCCGAGCTTTCACA 
TCTCCCCCATCC 
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GGGGGGCGATATGGGTGGTGGGACATGAGGGGGCCGGGGGGGGTCGGGTC 
TCACCCGCCAGCAGCAGCCGCAGCCCCGCAGCCATTGCTCTCCGCTGCTT 
TCGCTTTCGGCTCCGCTGTGGCCCCACCCCCTCCGTCACTTCGTCAATAT 
TAATTTTAAATCCCTGAAACCCATTAAAAAAAGGGTCGGAGAGGGAAAAC 
TCATTCAGGAACAGTGTTGGAAGAGGGGACATGGGTGGGACAACCCGGCT 
TTCCCCACAGGCCGACCTAAACACAGCCACTGCCACCCACCCCGGATCCA 
TGGGTGACGTAAGGATGAGGTTCCAGCACATATTGGACCCTTCTGCGTTT 
GCATGG FIGURE 10 



SUITE 45 
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GTGGGGGGCAGCGTCCGCGCTGACCTCGTCTCGCTGTGTTTCAGGGCGCC 
CCGTCGCCGCCGCTCCAGGTAACGTCCCGTTCCCATTCCCGTTCCCGTTC 
CCGTTCCCGTTCCGCGCTGCGCGGAGCGGCCCCGATCCCGGCGCGGGGCT 
CAGCTCTGCCCGTCTCCCCGCAGGGATGCTGAATTAGCTGCTGCCCCGCC 
GAGCCGCTGCACCCGCACCCCCCGCTCTCCCGGCCGTCGCCTCGGCTCTC 
CCTCGGGCTGCCACCGCGTCCGTTGGAGATGTCGCCACGATGCACGCTTC 
GTCCCCATCCTAATAAACGCGCTGACTTTGACCCCGCTGTTCGCTGCCCG 
TGAATCATTGGGGACTTTCCGTCGCGTGGGAGGAGGGGAGGGAAGTGAAA 
GCTTCGTGGAGAAGTAAACCCAGCACCCTATGGGTCCCACGGGACGTGGA 
TTGGTGGGGATGGGGTGGGATTGGACTCTTGGTGGTCATTTCCACCCATA 
GGGAGCTCGCGGCCACCCAGTGGTCCTCATATAGACTCCATGGTCACACC 
ACTGTCACCTTTTGGTCACCCCATGATCCCTGTGTTACCCTCCGGGGTCC 
CTCAGTGGTTACCCCACGTTCCCCCAGAGGCTCCTCCTGTCGCCTTCATC 
ATCTCACCCCATTGACCACATACCCCCCTCCCCCTATGGATAACCCAAAG 
CCATCACCAGTGGTGTTGGGATGCAAACACGGGGCCCCGGACCTGTCCCT 
ACAAGCACAGGGTGGTGACACAGCCCAGACAGTGATGCTGTGTCATTTGT 
CACCAGGCAGAGGACACACAGCCACAGCCTGGCTCAACTCGAATAATATT 
TTCTTTATTTACATGTTAAAGAATCGAAAGGTTGGAAACATACAGTAAGA 
TGAAAACACGGCTCTAAGGGTCTAACAGTGGGGCAGGAGGGTGGGGGGGA 
GGAAAAAAAAGAAAAAAGGGAAAGAAAAAACCAAAACAAGTAGAAAAAAA 
ATGATACAGTCAACGTAAAAAAGGGGTGGCCCTCCCTCCCCCAGTGGGAA 
CATGCGGCGCTGCGTGCCGGGGGGTTTTATGTACAGGGGCCGGGCAGCTC 
CAATAAATTAAAACCTCCAAATACAATGAGGGGGGAAGGGGGGGTGCAGA 
GCCCCTCGCTGGGTGGTTTTCCTTCTTTAAATGCTTTTTTTTTTTTTTGT 
AATTTTTTTTAATTTTTTTTTTTTAATTTTTCTTAAAAACCCCAAACCTT 
TTTCTCCCCCCCCCCCTTTTTTTTTTTTTGGAAAAAATCCCACGAGTCAG 
GAGGAAAAAAAAAAAAAAAGCCAACCCTAACACAACAAACAGTAAAACCT 
GCTGGGGGGCACCGCCGACCCCCCCTTGTCCGACCCCACAGCCCCACACT 
GCCCTGGGGACGCTCGGGGGCCTCCGGTCACACCGGGACCCCCAGCTGAG 
TCCATGGGGCGTCCCCTGGGCTGCTGGGGGGCTCTCGGTCTGCTCCATGC FIGURE 10 

CGGCCCGGTCCTGCAGAGCCGCTCGGGATGCTGCCCCATGTGGTGCTGTG 

GGGTTTAACCCGAATCCGAGTCGCTGGTGTCCGAGGACGAGGAGCTGGAA 

CTGGAGCTGCTGGAGTCGGAGCTGGAGCTGGAGGCGCTGAGCCGTGAAAC SUITE 46 

AGCCACCTGCTGTGCTGACTCGGGCTTCTCGTTGGCTGCAATGGGACAAC 

ACTGCGCTCAGCATCACCACAGATCACACCCCAATCCCACTCCAGACCCC 

ACACTCACCCTTTTTTGGGGGTTTCTTGGCTGAGTTGAGCTGCCCGCTGA 

CGTCCTGCAGCCGCTTCTCCAGCTCCCGCTTCTTCTCCAGCGCCAGTTCT 

TCTTTCGTCTTCCCCACCGGCTTCTTCATGGCTGTGAAATTCAGGTTCAG 

CCCCACACCATCCCACCTCCACCCCAGGGCCGCCCCCTGAACGCAGCCCC 

CCACTCACTCTCGCTATAGGGTTTGCGGGGTTTCTTCCGCAGGCAGGACA 

GCACGTAGCGCTCCAGCTCACGCAGTGTGGAGGGTTTGAGGGTCTCGAAG 

TCGATCTCGATCTCCTCGGGGTTGGAATCACGCAGTGAGGGCTCCCGGGA 

CTGGATGATGTGCACCACACGGCCCAGCTTCTCCCCGGGCAGTTTGTTGA 

TGTCCAGGCTCAACTGCCTCTTCTCATCGTACGTCATCGGTTTGCTCTCC 

TCTTCCTCTTCCGAATCGTAGAGCGTGGGCGGAGGCGGCAGCGCCGCTTT 

TGCTGCTTTCTTTGAGTTCCTGCAGGAAGCAAAGCACCATCAGGAAAATG 

AACCTCAGGAATCACCCCACAGCTGACCATCATCCCCCAAAAAACAGCCT 

AGACTCACTTGGAGCTGCCCCCACCGCTCCCCCCGCCGCCACCCTTCTTG 

GCTTTGCGGAGCTGTGCCTGACGCGCCCGGCTCTCTTCATCTCCTCCTCG 

CCCTTTGTGCTTCTCCGATTTCTTCTTTTTCTTTTTCTCCCGCTTCTTTT 

TGGGTTTGGAAACGGGGCCCTGTGAGAGGGCAGCCAGCTGCTCGTGCACG 

GCCCGCAGCTGTGGGGGGAGACAGGGGGTGAGGCGGGCATGGGGAGCAGG 

CACAGGCAGCAGCACCGGCCCAGCTCCGGCCCTCACCTGCTCCTGCAGCT 

CTGCCAGGCGGTTGGCACGTTCCTCTTCCGAGTCAGAGCTCTCCTCGCTG 

TCTGATGAGCTEeOJtbfiLOEBtESMra^ 
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TTCATCTTCATCATCCTCATCGCTGGAGGATTCCTCGGAGGAGGATTTGG 
AGAGGGCTCCAAGCAGTGGGGCAGACACTGAGGGTGGGCTGGCGTCCTGC 
GGCTCATCAGGCATCTTGGCGTAGCTGAACTCAAAGACATCCTGAGAGAG 
AGGACACAGAGGGGTAAGCTGACTGGGCTGGGGGTTACGGGGCTGCTGGG 
TGACCCCACCCACCTGCAGCTTGCGGGCCATGGCCACCACATCGTGGTCG 
GGAGGGTTGTATTTGTAGCAGTTGGAGAACATTAACCGGACATCAGCGGC 
AAACTCCTGTGCGTCATGGTAGTCCCGGTTCTCCATCTTCCGCTGTGGGA 
AGGGAAAGGCGTGAGCAGACCTCAAAGCCACCCCCACAAAGCCCCCATGA 
GGCTGTGCCAAGGCCCACGGAGTCCCCAAGCGAACCTTGATGGTGCTGAG 
GTCCATGGGGTGTTTGATGATCTCGTGGTAATCGTGCAGCCCCAGCGCCG 
AGGCATCGACCGGCTTGTAGAAGGGCCATGCGTAGGCAGCGTGCTTCTTG 
GAGAGCAGCTCCTTCAGAATCCCATTGCAGTATTTGAGCTGCTCCGACAA 
TTTGCCCTTTTTGGAGGTCTGATGCTGCTGGGAATCCGGCAAGTCCTTCT 
TGGGGGGTTTGATGGGGCGGCCGCTCTCACGCCGTGCGGGAATTTTGGCC 
GCCTTGGCCTCCAGCAGCGTGGCTGACGGGGAGGATTCACCGCTGGTGGC 
TATGATGGCGGTGGTGGTAGGGGTGGTGGTGTCTGCTTTCCGCTTCACAC 
CCTTTTTCTACCAAAATACAGAAAGGTTGATGAATGGGAGGCCCAGCACA 
GCCCACAGAGCCTCCTCCCGTGAGCGAAGAGCTCCCATCTCCCACCTTGG 
CCACGGGTTGGGTGGGCGCAGGCGCAGTCAGCACAGCCGGGGCAGTGGAG 
TGCAGCGACTTGAGGAGCGGAGCGGAGATGACGGACGGGTGGGGAATGTT 
GACAATGGTGGTGGCGATGTCGGGGCTTGGGGTGTACACAGCGGTGTGGG 
ACACAGAGGAGACAGCTGGCACTTGCTGAGCCGCTGTGAGACCTGCCAGG 
AGCGCTGCGGACAGGCAGAACCCCCATTAGCACCAAGGTACCTTCAGTGC 
TCTACCTGAAAGCGCAACCCAAAGAACCCCAGGTACCTGCTGCCCGCGAC 
G.CTCCCTTCTTGTGGCTGTTTTTGGCCACTGGGACCACGATCTCCTGCTC 
.^TTCTGGTGGCATTTGGGCCACCTTCTGCAGGAAGATCTTCTCCAGGGTTT 
GGGCCATCAGCACAATGTCATCTGTGGGCTACAGGGACAACCGAAACGTC 
ACAGGATGCAGAGATGGCATCAAAGGCCTCAAAGCATCCATGCTGCAGTC 
CTCACCTTGTTATAGATATAGCAGTTTGTGAACATGGTGTTGAAGTCCTG 
CATGCACTCAGCTGCCCCCCAGTAGTAGTTGTTCTCCAAGCGCCGTTTGA 
TCGTCCCCATGTCCATGGGCTGCTTGATGATCTTGTGGTAATCCTGCATA 
GGGGATGGACAGTCAGCGCCGTGTTGGTAACCACACTGCACCCCTCCCAG 
CCCCAGAAGCAGTGGTTTGGGGTTTTTAGGAGCTCAACATCCCCCAAAGT 
ATCAGGACGTTGACACGCACACAGATCCGCTCTCGCACCATGCATCAAAA 
GCAGGGCAAAAGGGTGCAAAGGGATGGAAAAACACCTCCGGGTCTGGTCC 
CCGCCCGAGAGTGCCACCGTGCTGCTCTGTAGGGGACCTTCAGGTGCTCT 
TGTGGGTTGCCTACGCTATAGGGACAGCCAAAACACTGCTGTCCACAGCA 
TGAGGTGCAATGGGGGCCACTAATGCTAAAGTAAGAGCAAACCTATGTGG 
AATTTACCTCTGGGCTTTAAATCCTTGGGCGCCACAGGTACACAGGGGGC 
TGGCGTTTAATATTGGGGTCACAAGATGTCTTCTACAAATTCATGGATGG 
GAATCTGCAAAACGCATTCAGGGCACAAGAGATTAGGTGAGGAAACATCC 
GGGTTCCCTCTAGAGCAGCTGCGTCACCTCACCCATACCCGTGCGGTGGC 
ACTGGGAGGGGACAGCAGCTCTGAGGACATCAGGTCACCTACTGGGGGGG 
CTTCAGAGCCTGTGGAGTTGGGATTATGCCCCTAAGAGAGGGCGAGGCCA 
GCACAGCCCAGGCACCTGCAGCTGCATCTCTGTGGTGGAGCCCATAGAGG 
GGACAATGCTGTCCCTGTGGCACTCTCAGGCTGGGGACCACGGCTCGGGG 
TGGCCCTCAGCACCCAGGGGACAAGTCTGGGGACACACAGCCATGCTGGG 
GGACCCACAGGAGGGGACACGTTACCGGCAGACCCAGCTTGACGGCGTCG 
ACGGGCTGACGGAAAGGCCAAGCGAACTGGTGCTTCCACAGGGCTTTCAT 
CACCACTTTGTGCAGGTACTGCAGCTGGTTGGTGACCCGGCCGGGCTTTT 
TGGGGTTCGAGACCTCTGGCGGAGGGGGGTTCGCCTGGGGGGTCTGTAGG 
GCCGGCACCGAGGCCATGGTGGGGCTCTCGAAGCCCTCGTAAAGCAGCGA 
GGGTTTGCGGATGCGTTTGCCCGGGGTCGATTCCGTCGCCAAACCCATAA 
GCCCGGCATTTCCCTCCCCCAGAATCCTGCAAGGGAGCAAAAGACAACAT 
CAGCAAGGATGGGGCCAGCGTTCCACCACCAAGGTGCACAAGAACAGCTC 
FEUILLE DE REMPLACEMENT (REGLE 26) 
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AAAAAAAGGCAAAAAAAGTAATCAAAAAAAGGAAGGTTGGAGCAAACAAA 

GAGTCAGTGCAGGGGGTGACATCAGGGCCCAGCAGTTTCACCACCTCGGG 

GTACGACAGCCTGCACTACAGCATGACAAGGCAGCACCCAAACACTGTGG 

CCCTCAGCTGGATACACAACAGTGGGCTCCAAATGTCTGGGGACGGGGGC 

AGAATTATTTAAGTGGGGAAAATGAGGATTTAAGCAGCTGGGAGAGGTGG 

GATGTCTGCAGCGTGAGGAGAATTTGTCACCGGGAAAATACGGTGAATGT 

CGAGCACTGGGGCTGCTTTCTCAGGCAGCTCCCAGGGTGTTCCCCATCCT 

GCCAAGGACGTGGTGGGAATGACAAGGAAGGAAGGTGACAGAAGGACACA 

GCGGCCCCAGTAGTGGCGGTACAGGGTGGGAGGACACGGTGAGACCCCTC 

AGCATGGTGACAGTGTCCCCGAAAGCAGCTCAGTCAGCAGAGGTGGCAGC 

AGGGCCCTAAGGGCCCTTGTGATGCTGACCCCAAGGACCAGGGGTATGAG 

GAGTGGATAAATGGGGGTGGCCCAGACAGGATCCATGGGAAAACAGGGCT 

GCCAGGTTCCCTGTAGGATCTGTGTCCCTGCATCCCTGACAGAATTCACA 

TGGACCACGGGGCTGCCGAGTCCCAACATCCCTGAAGGACCCACAGAAAT 

GGGAAGTGGATAAATGGGAACAAGCAGCAGATCAATGGGACTCAGTGACC 

CCAAACTCAGAGCTCTGTGACAGAAAAGCCCCATAACTCTGGTGGACATC 

CACACTGCACCCTAATCCCTGGGCAA.TGAAGGGATAGCAGCAGGGAACCA 

CTGTGTCCCTGTATCTCTGACCCCAAAGAATCCATGGAGATGGGGAATGG 

ATAAATAGGGATGGCTCTGTAGAATCCGGGTCCCATTCCCCTCAAATAAT 

CCATGGGAATGGCACTGTTGGATGCATGGCCTTGAGTCCCTGTCCCTAAA 

AATCTGTAGGAATGACTCTGTGCTATGCACCTCCCCGTGTCCCTGTTAGG 

ATCCATGGGGACAGCAGGCTGCCAGGTCCCCTGTATGATCCACAGCCCTA 

AAAGCAGC^ETGGTCAACAAATGGGAGGGAACAGCGGGTCCCTAAAGAGCG 

CCAGGTCGtCATGTCCCTGTCCCCAAAGGACCCACAGGTACAAGGAACGA 

ATAAAQAGAGACAAGGAGCACTCAGTGGGATACAACTGATGTCAGGTGCA 

GAGCCTTTGAACACAGAAGCCCCATCTCCCCATAGGATTCAGGTCCCCAT 

GCCCCTGTTGGAACCATGGGGACAGGGAGGCTGATGGATTCCCTGCAGGA 

CTGAGTTCCTGTGTCCCTGACCCCGAAGAATCGATGGGGACAGAGAGTAG FIGURE 10 

ATAAACAGCGATAGCCCTATAAGATCCAGGTCCCCGCGTCCCTGTCAGGA — — 

TCCGTGGGGACCGTGGGGCTGCCAGGTCCCCACGTCCCCGTCCCCAAGCA SUITE 48 

ATCGATCCACGGGGATGAGGAACACATAAACGAGGACAACCGGCATACAA 

ACGAGATCCAACCGGCCCCGGGTGGAGCACCGGGACGCGGCAGCCCCATA 

CCGCCGTCCCCGCAGCAACGCCATCCCCGGTTCATAACTGCCAACACCCC 

ACAGCCCCCCCCGGCCCCCATTCCTGCCCCTCATCACCTACTTGCTCTGG 

GGATTCACATTCTGCAGCATGCCGGCGGCTGCGTGCCCGGCCCTGGCTCC 

CGGCCTTCCTCCTCCACCTCCTCCTCCCGCCGCCGCCTCCTCCGACGTCC 

CCCCCACTTTGCCCACCGAGCAGCGCCCGTTAAGGCAGCGGCCCTCGGCC 

GGGCATGAGGCGGCGGCTCCGGCCGGGCCCCGCCGCGCGCCCTCACATCA 

GCGGAGAAAATGGCGGCGGGGCCTGGATGGAGAGGGGGGACCTTCCTGCT 

CTCCGCTGCGCACAGAACCCGCCGCGACGCCGCCGATATAGAGCCGGGAA 

AGCCGGTAGGAACCGGATAGATCCTCGGAAGGACGGTGTGAGGCGGATGG 

AAGGCGGACAGAGGGCGGATGGAGGCGGATGGTTCAGCGGGAGGGCTCCA 

TCTTGGCTCGTAGGCCCCGAAGAGGAATCGGTGCCGGCGGCCGCAGGCAG 

GGGTCGCTACGGAGGCCGGGGAGGGTCCGGTGGAGCCGTCCGGGAGCGCG 

AAGGCGGGGGCTGGGCCCGCCCGGTGGAGGATGGAGGCGGATTGGGGCCG 

CCCCCCAGCGCGCGCCGAGCCCGACCCGCACCGTCCCTTCGTCCCCACGA 

AATGGCGCCGCTCGGCCTGCCCCCGGCCGCCCTTATATAGACACCACCTG 

GGTGCTGATTGGTGGGTGGACGCGCTGACGTCAGCCACCCGCTTGCACCC 

GCCCTGCCGCTGCCTCATTGGACGGCGGTGCTCACCGCGCAGCGCTCCTC 

TTGGCCGCCCCGCACGCCACTCACCCGCGCCGCTCCCCCCCCGCCCTTCC 

GCCCGGTACTGCGACGGTCATTGGTCGGTGCTGCCATTCCCGGCGCGGCG 

ATTGGCCACCACGGATCACGTGAGGGCGGCGCTGTTGGCTGTTGTTGTCG 

CGCGCGAAGGTGCAGAGGGAGGGGGAGGGCTAAGGCGGGCGTCGCCATTT 

TGTGTGGCGGCGGCCAACGGGCGCGGGCGTCCCGGGGGTTCGGACCCTCC 

GCCCAAAGGCTC<p;^gg|C|^^P^^(g^ 
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GCTCGTGAGGCTCTCCCAGCCGACAGCGGCCATCGGGCAGCGGAGCCGCG 

GCGGTCCGCGAGCCGCGGGCTGAGCTGTGGTGAGGTAGTGAGCTGGGTCC 

CGGGGATCCTGAAGGGTCCTGAGGTAATCGCGGCCCTCAGCGCGGTCCCG 

GGGCCTTCAGTGCCACCCCACGGTGGTACTGGGGCCCTCAGACCGTCCCC 

TCCCCCACTGCCACGGCGATCCGGAGGGGGGGGGTCCGAGGCCGCCCCGT 

GTCTATTCGGAGGTGCTCTGTGCTCTTCTTCCCCACGGCAATTCTGGAGG 

GCTCACAGCTACTCCAGAGCAGCCCCATAACCGTCCTGGGGGCCTCACTA 

CCACCCTACAGCAACTCAGAGCCTCCCCCCACCCCCCCAAAAAAACAATC 

CTGGAATCCCCAAGGCCATCCCACACCAACGCTGAAGGTCTCAAAGCCCC 

CCCTCCCCCACACACACCGGTTCTAGGGTCCTCAGAACCACCCCACAGCA 

ATCCTGGGACGTTCCACAGCCCCTCCGTAGTAATCTTTTAGTTTCTCAAG 

GCCAACCCGTAGCACGGGGGGCCTCCGCTGCCTCCCCTCGTGGCAATCCT 

GGGGGGCTCAGTGCCACCTCACAGGAATTTCGGGTCGCTCAGAACCTCTG 

CAAAGCAATCCTGGGGTCCTCGAGGCCACCCCACACCGATCTCAGGGTGC 

TCAATGCCACCCCACAGCTGCCCCCGGGGCCGTCACAATCACCCCACACC 

AATCCTGAGAAACTCAGTGCCACCCCACAGCCAATCCCGGGGTGCCCCAT 

TGCCTCTCTAAAGCCTCCACCCCAATCCGGGGGTGTTCAATGCCACCCCA 

CAACCCCCCTCAAAGCACTCCTGGATACCCCACGGACACCCCAACGCCCT 

AAAACAAATCCCAGGGCGCTCAATGGAACCTCCCGCGCAACCTCGGGCTG 

CCCCACGCCCCCTCCAACTCAAGCACGACCCAGAGACCCCCCTTTTCTCC 

CAACCCCTCCGGCCCeACACGCCAAAGGCTCTCAAAGACCCCCCCCCAGC 

GATCCCGGACCCGAACAGGGCTTTGGGGTCCCCCCCACGGCGCTCCCGGT 

GCCGCgeCCCCCCGCCCCGTGACACAGCACTTTGGATCCCCGCGGGCCCT 

CCCCG&CGCCGCCCCCGCGCGAACACCCAAACATGGCGCTTTTCGCCCCA 

AAAtSCGCCGGGCACAAAGCGGCGCCGCCCATTGGTCGTCTGCCCGCCGTC 

cfCGCTTCCCATTGGCCCCTTCGACGGCGGAGGGGCGGAACCAGATTTGA 

TGGACAGCTCATGCTCACGTGTCCTCCCCCCCCCCCGATTGGGTCTTTTT 

GGTTAAAAAAATAAAATAAAATCATAAAAAAAGGGCGAAGTTGCCCCATC FIGURE 10 

GTCACTCACCTGAGCCGCTCCCACGCAGGGCCACGACCCCCAACCCGATA 

TCATCCTCGCGTCGCCCCCTTAAAGCCCCGTTTTTGGGGCAAAAAATCAA 

AAAAAACATCCCAGGGCAGAAAAAGGAGCCACGCGCTACGTCAGCTGCAC SUITE 49 

CGTGATTGGCCACCCGCCGTCACGTGACGGCCCCGCGCCACTCCGACGGC 

CCCATTCATGGAGCCCGGGCGGCTCCGCGGGGTCCTATCGCCGCTCCGGA 

GGGGGTGATGGCGCGCATGCGCAGTGCAGGGGGCATGTGGTGGGGGGAGG 

GAGGGGTGGGGCTGTGGGGATGCCCGGTGTTGCTGGGGGGCTGCTGTAGG 

GTTGCATGGCATTGCGAGGATGCAGCCATGAAGATTCACGGCATTGTAAG 

TGTGCATCTGTAGGGGCCCCTGGCATTGCAAGTGTGCACCTATGGGAGTG 

CCCGGCATTGCAAGGGTGCACCTCTGGACGCGTTTGTCATTGCAAAGGGT 

GCAGCTGTGGTGGTGAATGGCATTGCAAGGGTGTATCTATGGGAGTGTAC 

AGCATTGCAAGGGCGCACCTATGGGTGTGCCTGGCATTGCATGCATGCAC 

GTGTGGGGATGTATGGCACTGGGGGGGTGCACCAGTGGGGGTGCTTGGGA 

TTGCAAGGGTGAGCCTATAGCAGTGCCTGGCATTGCAGGGTTGCACGCAG 

GGATGCGTACGGCATTGCAGGGGTGCAGCTGCCGGCATTGCAGAGGGCCG 

AACCCGCCCGTACGGTTGTGCAGCGCTTCCAGCTCGGAGGGCGCATTGCA 

GTGCGGTGCATTGCAGTGCGAGGAGCCACTGCTGCAGGGTGTACAGTGCA 

CGCCCCGAGGATGTCCCCTCGGCTCCAAACCCCAAAACCCCACGCTTATT 

ACCCCCCAAAAACATACTTTTACACACAAGACACATTTTTACCATCAAAC 

CTCACGCTTTTCCCCCAAAATCCCTCACAAAAACAAAATCCGCGCCGTGA 

TGAGACACCCCAGAGATCTACGGAGCCTACTCGTCCCCTGCTTCATTAAT 

TAGAGCTGCTTATTAATTGCTTGCGGGTGGCTCAGCGCCTATTACAGCGT 

CGGGGCTCCCCGCTAGTTTCTTCTATCTAGTAACAAGTGACGCAAGGTAA 

CTGCGGAGCGCGGCCATTGGTTGAGCCGCACGATCATCTCCTGTCACAGC 

GCTGGTGTTCCCCGCAGATCTGTTCTGCCTAGCAACCGATGACGCGTAAA 

GCCGCGAGGCACGGCCATTGGCTAAACTGGTTGCCGGTAGCAGAGGGATG 

GGGGCTGCGAGflg^CJC^^^ggfi^g 
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CCTGGGGAGCGTCAGAGCCGGTAGGGGACGAGGGCGGGGGGCGGTATGGG 
TGGGCACGGGGTAGTGCCAGGGGTGTCCAAGATGTGTGCATGGGGAGTGC 
AAGGGGCTGTGCAAGGAGTGAATGATGCACTGGGGCAAGGGGTGGGCATG 
CACTGGGGCAAGAAGTTGTGCAAGGGGTGTTTGTGCATTGATGCAAGGGG 
AGGATGAGCAGGACTGTGTTTGCATGCATGCAGGGGGTTGTGCATGGTGT 
GATTAGTGCATTAGTGCAGCGGGGTTGAGTGTGAGATGTGGAGTGTGTGC 
AGTTGTGAAAGGGTTGCCATGCACGAGCTGATGTGCGCTCAGTGAGCGTG 
CACGCAGCCTGCAGAGTGGGTACACCTGCAACGAGCATGCATGCAGCAGA 
TGTGTCCATGCACAGTGTGTGTGTGTGCCTGGTGTGTCCCCATGTCCCAC 
GCCCTGTCTGTGCCTGCAGAGCCATCGCTGCACACTCTGTCTGAGGTGCT 
CTTCTGCCAGCCGGACACGCCGTCGCTGGGGCTGTCAGTGGCCTTCGACT 
CAGAGCAGCTCTTCTCATTCGATGTCCCCAACTCGCAGTGGCTGCCGCAG 
CTCCCCGATGGCCCCTCGTGGCCCGCAGACATCGAGCAGCCCCACGAGCT 
GCTGCACGACGCCGCGCTGTGCCGTGAGCTGCTCGATTTGCTCACCAGAA 
TCGCCACCGGGCCAAACCCAATGCCTGAAGCCAAGGGTGGGTGCTGCTGT 
CCCCGCTATGACCCCACTGATGGGTCCCCAGCCGTGTGTTCCCAGTGATG 
CTGACCCCAATGGACATCCCCAGTTGATGCATCCCCATTGATGCATCCCC 
CACAGACATCCCCATTGATGCTGTCCCCATTGATGTGTTCTCAGTGGATA 
TCCCCAATTGATCCTGTTCCCAATGATGCTGTCCCCAATGGACATCCCCA 
TTGATGCTGTCCTTGTTGAAGTTGTCTCGATTGATGCATTCCCATTGATG 
TGTTCCCAATGGACATCCCCAGCTGATGCTGTTCCCACTGATCCTGTCCC 
CATTGATGCATCCCCAATTGGTTTATTCCCCATTGATTTATTCCCCATGG 
ATGTCCCCAQTGATGCTATCCCCAGTAATGCTGTCCCCACTGATGCTGTC 
CCCAATGATCCTGTCCCCAGTGATGTGTGTTCCTAATGGACATCCCAACT 
GATGCTAtCCCCAACGATGTGTCCTCACTGATGTGTCCCCAGTCCATGTG 
GTTCCCAGTGATGTGTCCCCAACAATATGACCTCACTGATGTCTCCCCAG 
TTGATGCAATCCCCAATGATGCATCCCCAACAATGCATTCCCAATGATAT 
TTCCTCAATATGATGCTGTCCCCAATGATGCATTCCCCATTAACGCACTC 
CCACCGACGCATTCCCACCGATGTGTCCCCACTGATGCGTCCCCACTGAT FIGURE 10 

GTGTCCCCACTGATGTCCCCCCCCACAGGCATCCCGGTGGCCGACGTCTT ^ 

CCTGCAGCAGCCTCTGCAGCTCGGCTACCCCAACACTCTGATCTGTATGG 

TGGGCAACATCTTCCCCCCAGCCATCACTATCAGCTGGCAGCGGGATGGC SUITE 50 

ATCCCCGTCACCGATGGCGTCACCCACCTCACCTACACCCCCACCGAGGA 

CCTGGGCTTCATGCGCTTCTCCTACCTGGCGGTGACACCGCACTCTGGTG 

ACATCTATGCCTGCATTGTCACCCGCGAGAGGGACAACATCTCTGTGGTG 

GCTTACTGGGGTGAGTGGGGATGTGGGGGTCATGCTTTGTGTCCCCGCAG 

CGGTGGCTGATGGGGGCGGGTGGTGGGAGCAATGCTTTGTGTCCCTGCAG 

TGCCACAGGACCCCATCCCTTCGGACGTGTTGGCCACGGCGGTGTGCGGC 

GCAGTGACGGCGCTGGGCATCCTGCTGGCACTGCTGGGTTTGGGGCTGCT 

GCTGTCCGCCCGCCGGCGCAGTATGTGGGGACAATGGAGACAGCAGGGAC 

ACCCGCCCCGTACTCACTGATGTCCCCCATAAGTTGATCCCTCGGTGTGG 

GAACGGTGATGGTGATGTAATTAAAGCCCTTCATTTGCAGCGCGGTGTCC 

TTGTTTGTCCCCACTCCGGGAAGGGTGGCAATTAATGGGGTTGGGCATTG 

TCCCCATGGCCCCAGGTGGCAAAGTCTGATCCCATTGCACCGCCCATGGG 

GTGACGTGAGGAGGAGGAGGAGGAGGAGGAGAAGGAGTAGGAGGAGGTGA 

AGGTGGCACGGAGGGGATGAAGGCAGCAGTGCTCCTGATGGGGCCAAGGG 

GTTTCAGGGTGCTGGGGGCGATGGGGCTGGTGCTGAGCTGCGGGACAGCA 

GGTAGGATGTGGGGAAGTGTGGGGTTTTTGGGGTGAAGCATGGGGGTTTT 

AGGGTGCAACATGGGCTTTCTGGGGTGCAACATGTGGGTTTGGGGGTGCA 

GCATGGGGGTTTTAGGGATGCAGTGTGAGTTTTTAGGGTGCAAAATGGAG 

TTTTTGGGGTGCAACGTGGGTTTGGGGGTGCAGTATAAGTTTTTAGGGTG 

CAACATGGGGTTTTATGGTACAGCGGGGGCTTTGGAGTGCAGCATGGGGT 

GCTGCATGTATGCATAGTGCACAACATGGGGTTCTTGGTGTGCAGTGTGA 

GTTTTTAGGGTACAGAGf5yttd*iC>ErBBMHl£ft<MI»^^ 

GTGCAGAATGAATTATTAGGGTACAACATGGGGTTTTAGGGTGCGGCACA 
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GGGCTTTGGGGCACAGCCCCAGTGCTGTGCCCTCCCCATGCCCCCAACGC 
AGGCGCCTTCGTGGTGCACATGGCCAGCTCCTGCCCACTGCTGGCCAATG 
GCTCCCTGGGCAGCTTCGACCTCACCATGGCCTTCAACAAGAACCCTCTG 
CTGTGCTACGACCCCGACGTCCACCGCTTCTACCCTTGCGATTGGGGGCT 
GCTGCACACCGTTGCCACTTTGCTCGCCGCCATCCTAAATGATGATACCA 
CATGGGTGCAGCGTGCAGAGGCACGCAGGCAGGCGTGCACTGAGCTGGCT 
GCACAGTTCTGGACACACACAGCACTGCGCAGGAGTGAGCACCGCTGCAT 
GCAAGTGGAGCATTGCAAACACGGGACGTTGCATGGGGGTGTTGCATGGG 
GGTGTTGCAATGGGGTGATGCACAGCCGGTCATTGCATGAGACGCTGCAC 
GGGGATGTTGCAAAGGGAACTGCATGGGGACATCGCACAGCAGGTTGAAT 
GGGATGTTGCATGGGGACTTTGCAAGGGAACTTTGCACAGAGCATTGCAG 
GGGATCCACGCAAGGAATTTGCATAGGGAATGCACAGAGATGTTGCCTGG 
GAATGCTGCATGGGGTCATTGCATGAGGAACTGAGAGAGACATTGCACAA 
GGAAATGCAAAGGGGCATCACTAGGGGACATGGCATGGGGCATTCTAGGG 
AGCATTGCATGGGGACATTGCAAAGGGAATGCAAAGGGACATTGCATGGG 
GACATTGCAAACAAATTGAGTGGGAGATTGCACCGGGATGTTGCATGGGG 
ACATTGCATGGAATGTCCCACCAACCACCCTGCAGGGTGACACTGGGACC 
ATCCCCAGCTCTGACCATCCCCCCTTTGCTGCAGCACCACCCCAGGTCCG 
CATCGTCCCCATCCCCATCTCCAACGACCCCGACACCGTCCACCTCATCT 
GCCATGTTTGGGGCTTCTACCCACCCGCAGTGACCATCCAGTGGCTGCAC 
AACGGCCTCGTGGTGGCCTCAGGTGACACCAAACTGCTGCCCAACGGGGA 
CTGGACCTACAGGACACAGGTGGCCCTGAGGGCCAGCACTGCAGCAGGGA 
GCACCTACACATGCTCAGTGTGGCACTCCAGCCTGGAGCAGCCGCTGCAG 
GAGGACTGGAGTGAGTTTGGGGATGGGGATGTGGCACCCACACCCCACAG 
TeCCCCACGGCTCATTGTGCCCACGCTGTCCCCACAGGTCCCAATTTGTC 
-eCCCGGCGATGATGGTGAAGGTGGCAGTGGCGGCCATGGCGCTGACGTTGG 
GGTtGGTGGCACTCAGCGCCGGGGTTTTCAGCTTCTGTCAGCGGCCACGG FIGURE 10 

GGTGAGGGATGGGGATGTGGTGCTGGGGACATGTGTGACACCGAGGGTCT 

GGTGTCCAGTGTGGGGTGTACCTCCTCATTCATCATCTTCTGTGTGGCAG 

CTCCTGGCGCTGGTCCCAGTCCCCGTCCTGATGCGGGTTCTCACTCCAAT SUITE 51 

CCTGGTCCCCAAAATGATCCCGGTCCAAGTTCTGGTCCCCATCCCAGTCC 

TGGTCCCCATTCTGGTCTTGGTCCTGGTCCTGGTTCTGCTCCTGGTCCCT 

ATCCCTGACTCTGGTCCCGGTCCCCATCCCGATGCCAGTCCCAGTCCTGG 

TCCCCATCCTGGTCCTGCTCCTTGGTTTGGGGACCTCAATGACTGGAACT 

CCCATGTCCCAACATGGGGACCCACAGTTTGGGGTGAGGGGCTCTCACCC 

CCCAATAAAACCATCTGCAGCCCCAACCTCGCTCCAATTCTTCGTTCCCA 

CGTTGGGTGGGTCGGGCTCCCAGTGCTCCCAGTGCTCCCAGCCGTCTATG 

TCCCGTAAGCGTCGGCTCCACTGCATTCTGCTCCGGAAACAGATGACGCT 

ACCACGGCGCCGCCTCTGATTGGCTGCTCCGTGCCCTCTCTCCGTCCCAC 

GTCCGTGAAGGGGGGGATGTGGGGTGGAGGGAGCTGAGGGGCCGCCCCCT 

TCCCCCCCCCGCTCCCCCCTCCGCGATGTTGGTGCTATTGGGGCTGCTGC 

TGGGAGCGCGGGGGGCAGGTGGGGGTTTGGGGTTGGGGTGTTTGGGGGGT 

CTCTGCCTAATGAAACTCTGGGGGGGGGGGACGTGGGGGTCTCTGCTTTA 

TGGGACTGTGTGGGCGGGCTTGAAGGGGCTCTGCTTTACGGCGCTGGGTG 

TGGGTTCTGGGAAGACTGTGCTCTATGGGATCATGGTAGGGGCTTGGGGG 

GGCTCTGCTTAATGGCACTGTGTGGAGGGACATTGGGGGTCTCAGCCTTA 

TAGGACGTTGGGGATGATTTGTGGGGGTCTCAGCCTTTGCAATATTGAGG 

ACACTCTGGGTGGTGGTCTGAGCCCTTAGGGCCCCCAGGGAGGGCTTTAG 

GGTGGGCTCAGCCTTTTGGGATACTGGGGTCCTTTTGAGGGGAGGGTCTC 

AACTTTATGGGATGTTGCAAAGAGTTTGGAGGGGGTCTCAGCTCTGAGGG 

ATATTGGGGACAATTCGGGGGATCTCAGCCCTTTGGAACTCAATGGAGGA 

TTTTGGAGTGATGCTGAGGACTCAGCCTTTTGGGTTGCTGGGTATGATTT 

GGGGATGCTCAGCCTTATGGAATGGTGGGGACACTTTGTGGGGAGCTCAG 

CTCTGTGGGATATTGGGGCCACTTTGGGGGAGTCTCAACCTTTAGGACTC 

CCAGGGAGGG(FBU]&EeW99EnPCnCra!ffEN^^ 
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GATGTTATGTCCCCATGGGGACCTCTGGGGGCTCCAAATGGGGATGAGGT 
CGCTGCCAGCACTGCCATCTCCCCTCTGTCCCCCCAATGCAGGTGCCTTC 
ATGGTGCATGTGGCCAACTCCTGCTCACTGGCAGCCAATGGCTCTCTGCG 
GGGCTTCGACCTCACCGTGGCCTTCAACAAGAACCCTCTGGTGTGCTACG 
ACCCCGATGGCCACCTCTTCAACGCCTGCGACTGGGGGCTGCTGCACGGC 
GTGGCTGGACAGATTGCCATTGCCCTCAACAATGACAGCACCTGGGTGCA 
GCGTGCAGAGGCACGGAGACGGGCGTGCAGCAAACTGGCTGCACAGTTCT 
GGGCACAGACGGCGCTGCGCAGGAGTGAGCATTGCAAATGGGGCTGTTGC 
ACGGGGCGTTGCGTGGGGATGATGTTGCATGGGGCATTGCATGGAGATGA 
TGTTGCATGGGGTGTTGCATGGGGACATTGCATGGGGCATTGCATGAAGA 
TGGTGCTGCATAGGGCGTCGCATGGGGATGTTGCATGAAGATGTGTAGCA 
ATGATGCATGGGGCATTCCATGGGGACGCTGCATGAGGGTGTTGTTTAGC 
AATGATGCATGGGGTGCTGCATGGGGATGTTGCATGGAGATATTGCATGG 
GGCATTGCATGGGGTTGATCCATGCAGCGTTACATGGGGTTCTCAAGCAG 
GGGGATGTTGCATGGAAAAGTTGCATGGAAAATTGCACAGAGGTGTTGCA 
AAGCATATGCATGGGGATGTTGTATGGAGGATTGGACGGTGGCTTTGAAG 
AACATTCTGCATGGGGCATTGCTTAAGGGTCCCAAGCATGGGGATGCTGC 
AAGGAAATGCTGCTGCTTGGTGGCCTTGCAGAGTGTGTTGCATGGAGTTT 
GCTTCAAGGAGATGTTGCATGGCATATCATCTGCAGTTTTGCAGAGCACA 
TTGCATTGCACATTGCACACTGCACAGAGCAGTGCACTGGGCATCTCCCA 
GCGTGTGGCACAACGCTGTTGCAAAGGACATCCCACGAGGTGTTGCAGCA 
AACAATGCGCAGAGCTTGCACAGAACGTGGGATATCCCATGGGGATGTGG 

ca<iagagcattgcgtggggaatcctacagggaagtgagatggggaagttg 
.cacagagcgttgcaaggggtattgcacagagggaacttgcagagaatggg 
"'gcaggaaccgtccccatcccctgctgctcaccatccctgtccccactcca 
gctcagccccaggtccgcatcgtccccgcacagacagggaaccccagcgt 
gcccatccgcctcacctgccacgtgtggggcttctacccccccgaggtga 
ccatcatctggctgcacaatggggacatcgtgggacctggagaccactca 
cccatgtttgccatccccaatgggaactggacctaccagacacaggtggc 

CCTCTCGGTGGCCCCAGAGGTGGGGGACACCTACACGTGCTCGGTGCAGC figure 
ATGCTAGCTTGGAGGAGCCCCTCCTGGAGGACTGGCGTGAGTTGGGATCA 

AGGGGGTGACACAGGGACAGCGGTGTCCCTGCTGTGTCACTGCTGGCTGT 

GTCCCTGCAGGTCCTGGGCTGACGCTGGAGGTGACGCTGATGGTGGCTGT SUITE 52 

GGCCACTGTAGTGATGGTGTTGGGGCTCAGCTTGCTCTTCATTGGTGTCT 

ACTGCTGGCGGGCCCAACCCCCTGCCCCAGGTGGGTGCTTGAGAGGGACC 

CTATGGGGCTCCATGGACCTCTAAGGGGTCTCTGTCTGGTTCCTATGGGT 

CTCTGGGTTGCTGTGAATCTTTCTTTTCTCTGTGGGTCCGTCTGGGGTAT 

CTGTTGATCCCTATGGGTTGCTGTGGGGCCTCTGTGGGTCTCTATGGGTC 

CTTCTGTTGGCCTCTGTGAGGTCTCTATTTGTCTCTATGCATCCCTTTGG 

ATCTCTATGGGGTCTCTGCGGGTCATTACGTGTCTCTATGGGATGTGACC 

ATTTTTGACAAGAACCCCACTCACCCCTCCTATTCCCCCAACAGGTTACG 

CCCCGCTTCCCGGTCACAACTACCCTTCAGGTAACAGTGTCCCCAAACTG 

TCCCTGTCCCCATTGCCATCAATGAGGGCTGAGTGACCCCATCTCTCACC 

CCATGTCCCTGCAGGCAGCATCTGATGGACACCTTCTGTCACCAACTGTC 

CCTGCGTGTCCCCATCCCTGACTCTGCGCCGTGGTGCTGACATTAAAGAC 

ACTCTGCAGCCTCTGTTGGTGTCTCTGTGGGCTTTTGGGGTGGGGTGGTG 

TCACCGGGGAGAGGTTGGGTTGGGGTCATTGCATCCATGATGGTGATGGT 

GATTGACATTGTGCACAGGGAGATGTCCAGGCGCCTGTGGGGTCTGTGTT 

TTAGGGCCAGTTCTGCTCAGTGCCTCCGTAAGTGATCTGGATAGGTCGTC 

AGTCATCCTAATTAAGGAGGGGACAACAGTGAATGGGGAGGAGCCGATGA 

CTCAGGCTGGGAGTGGTGATCCCAGAGGTTTCCTCTGCTGTCAGTGACTC 

CGTGCTTTCGCTTTCGCTTCACAACCTGAGGGAGCGCATTCTGCCTGGCG 

CCCGATGACGTCACATAAACCCCCGACTGCCATTGGCGGAGAGGCGACGG 

AGGAGCCAATCGGLG^CGCGGi^ 

GAGCTGCGc nMl tr re (Rfe51^ 
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GGGCCGTGCGGGGCGCTGGGCCTGGGGCTGCTGCTCGCCGCCGTGTGCGG 
GGCGGCGGCCGGTGAGTGCGGCCGGACCGGGACCCCTCCCCGCCCGTAAC 
CCCACCCCGGGGCTGTGCCCGTGGGATCCTCAGACCCCCACCCGCGGCTC 
ACGGCCTCGCTGCGCTCCGCCCCCGCAGAGCTCCATTCCCTGCGGTACGT 
CCATACGGCGATGACGGATCCCGGCCCCGGGCTGCCGTGGTTCGTGGACG 
TGGGGTACGTGGACGGGGAACTCTTCGTGCACTACAACAGCACCGCGCGG 
AGGTACGTGCCCCGCACCGAGTGGATGGCGGCCAACACGGACCAGCAGTA 
CTGGGATGGACAGACGCAGATCGGACAGGGCAATGAGCGGAGTGTGGAAG 
TGAGCTTGAACACACTGCAGGAACGATACAACCAGACCGGCGGTGAGCAC 
GGCCGGGGCCGCGGCTCCGTGGGTGTGGGATGGGCTCCATGGCGCAGTGC 
CGCCCACACCCCCCAGGCCTGGCCCTGCCCGGCGGCACCGTCCCGGGGCT 
GCCCGTCACAGCCCCACCGCGCTCGGGGTGCCGCGTCCCGGGGGGACCCC 
AACCCATCCCCGCTGCAGTGGGAGCCCCGGAGCCGGAGGGGCCCCTCACC 
CCCTGCCCGGCTGTGTTTCAGGGTCTCACACGGTGCAGCTGATGTACGGC 
TGTGACATCCTCGAGGATGGCACCATCCGGGGGTATCATCAGACAGCCTA 
CGATGGGAGAGACTTCATTGCCTTCGACAAAGGCACGATGACGTTCACTG 
CGGCAGTTCCAGAGGCAGTTCCCACCAAGAGGAAATGGGAGGAAGGAGGT 
GTTGCTGAGAGGTGGAAGAGTTACCTGGAGGAAACCTGCGTGGAGGGGCT 
GCGGAGATATGTGGAATACGGGAAGGCTGAGCTGGGCAGGAGAGGTGAGC 
GGGGTCGGGGTGGiSGGGGGGGGGGGGCGGACGCAGTGTGGGGCTGGACGT 
GGGGCGGGGGCTCATCGTGGGGAGCTCAGCCCGGCCCTCACTGCCGCCCA 
CCCACAGAGCGGCCTGAGGTGCGAGTGTGGGGGAAGGAGGCTGACGGGAT 
CCTGACCTTGTCCTGCCGCGCTCACGGCTTCTACCCGCGGCCCATCGCCG 
.iTCAGCTGGCTGAAGGACGGCGCGGTGCGGGGCCAGGACGCCCAGTCGGGG 
/■'GGCATCGTGCCCAACGGCGACGGCACCTACCACACCTGGGTCACCATCGA 
TGCGCAGCCGGGGGACGGGGACAAGTACCAGTGCCGCGTGGAGCACGCCA 
GCCTGCCCCAGCCCGGCCTCTACTCGTGGGGTGAGTGAGGGGATGTGGGG 
CTGGGGGGCTGCGGGCTGCCCCTTCCCCTGCTGATGGCCCCGCTCTCCCC 
CAGAGCCGCCACAGCCCAACCTGGTGCCCATCGTGGCGGGGGTGGCCGTC 
GCCATTGTGGCCATCGCCATCGTGGTTGGTGTTGGATTCATCATCTACAG 
ACGCCACGCAGGTAAAAGCAGAGGGGTGCAGGCGGGCAGTGGGGGCTGTA 
GGGGGATCTGGGTCCCCCTTGGGAGCCCCCAACCTGGCTGTGATGTGAAC 
CTGTGATGAAGCATCTCTCTGTCTGCAGGGAAGAAGGGGAAGGGCTACAA 
CATCGCGCCCGGTGAGTGATGAGGGCAGCGCTGTCCCCCACCTCTGCCCA 
GTGCCAGGGTGGTCCTGGGGTCCCTGCTTTCTCCCAAGGTACCCATTCCT 
GGTGCTTGGGGCTGCTCCATGCCCCATAGGGAGCACAGGGCTGGATCTCA 
CAGCTGTTCCTCCCTTATAGACAGGGAAGGTGGATCCAGCAGCTCGAGCA 
CAGGTGCGGTGTGGGGCTGTGGGTTGGGAGGGGTCCGTGTGCTCTCTGTG 
GTACTGCCCAGGGCTGGGCTATGCTGGGGCTCTGCGGGGAGACCCCCGGA 
GCAGAGGGTTGGGATGTGAACCTGGCCCCGTGGGACATCATCCCTTCTCA 
TCCCCACAGGGAGCAACCCCGCCATCTGAGTGCTGTGCTTCAGCCTGCAA 
GGAGCCAACAGTCCACACCAGCATTTGGGGTCGGTGATGGACACAGCCCC 
ATCCTCCTGACCTCTCACATCTCATTCTGCTTCCTATGCTGACTGTTATG 
CTTTGCCTGCACTGCTTCCTGTGAAATAAAATGATGGGCCATTCTGTGCT 
CAGCTTGCCTGCATTCTGCACTGTGCTGTGGTTGGGGATGGGGTGGGTGA 
GAGGACCGTGTCCCAGTTTGGCTGCTCAGGGTGCAGATGTGGCCCTGTGC 
TGAGTACCCACAGCCCTCCCCCCCTATCTGCCTGCTGCTCACTCCCCCTT 
CTGTACCCCCATCCCTTCTCACCTCTCCTCTGTGACCCCATGCTGGTGGT 
TGCTTGCTCCCTGTCCTGGCAGAACTCTCATTTTCCCAATGGCATCCCTG 
GGTGTTGGGATGTGGTCTCCTTGGTCCTCCCCCCAGCAGTCACTGCACAT 
ATCCACCCCACTTCCCCCCCAGGTTGTTGTCCCACAGCACTCCTATTTCC 
CTCTCCCCCCCCCCCCCCCCCCCCCCGCCCATCCAGCTGCCTCTGCAATC 
CTCACCCTTGCCCACACACAACTTTGCGCACTCCACCTCCCTCATCCCGC 
CCTTCCCCCAGCTCTCCTGTCCCT GCTG GCCC CCCTC CCCCCCCCCCATT 
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CCTGGTTTATTTCCCCCCGATTTGTTGTTGTTGGGGGCTCCGCTCTTCAC 
CCTGGGGGGAAGGGGCTCTGGGGGTCCCTCATTCTCCCTGCACTTCTTAC 
AGCACCGGGACTCCCGCGCTGAGATCCCATCACACCCGGGTACAAACATG 
CGGCTTTATTCCCAGTTCTGTGTCCCACCCCCGGCCCTGGTGGCACTCAG 
TGGCACCGCAGTCCATGCAGTGGCCGTTGTGTGTCGTACAGCAGCGGTAC 
CGCAGCGCGCCCGGCTCGGCATCCATGTGCCCACGGCACAGCTCTTGTGG 
TCCCTTGTCGCTGCCCCGGTGTCCCCACCTCCACCCTCAGTGTCCCCAAC 
GCGCAGTGTCCCCATCCCACATCTCACCACCCCCTGCCCTCCCCATCCAT 
AACTCCCGCTATCCCTCTGTCCCCCTCCCCCGGTGCTCCCTGTTGTCCCC 
AGTCCCGCAGAAGGCTGCCGGGGCGCAGCACCTCGTGGGGGGGTCCCTCC 
TGCCGCACCTCTCCCCCCTCCAGCACCACCACCCGCTCTGCCCGCGCCGC 
CAGGGCTGCCCGCCCCGTCACCATCAGCACTGCACGCCCCGACCCTTTGG 
CTGCGAGGATCTCCTGCTCCACCTGTGGGAGGAGAAACGGTCAGGGGGAT 
GTCCTCAGCCACTGCCAGGGACCGAGGGACACCAGGAGTGGAGATAAGGG 
GACACCAGAACAGGGGACCATGGGGACCTAGGCGTGCAATCTGAGGGAAC 
ACAGGGCTCAGGGGGATGTGGGGACACGGGGACGTGGGGGACATCCCACC 
TGCTGCTGGCTCTCAGTGTCCAGGGCGCTGGTGTGCTCGTCGAGTATGAG 
GATGCGGGGGTCCCGCAGCAGCGCACGGGCAATGGCCACCGCCTGCCGCT 
GCCCCCCGGAGAGCTGTCCTCCCAACTCGCCCACCTCTGCGGGGACAGCG 
GGGTCAGGCTGGGAGGGGACCATGGAGGGGACCCGGAACAGAGAGGGGAC 
AGCTTACCTGTGTCGTAGCCTTGGGGCAGGCGAGTGATGAAGTCGTGAGC 
ACCCACCTGGCGGGCGGCCGCTGTCACCTGCGCCCGGCTGCAGCCCCCCA 

acccaIpaggagatgttggcgtggagtgagcgggcaaagagcagcggctcc 

TCJGGGGACGACGGCCACCTGCAGTGGGGGGGACAGCTGGGGACATGGGCA 

ggtggcagtggaggcggtggggatggctggggatgtgtcagggacatctg 
'gggacatggtgggatggttggggacacaaggatggttggggacttggccg 
ggacactgcaggggacacagtggtgatatggcagagacatcagggtgtgt figure 10 
ggtgatggctggggacccagatatctggtgactcaatgaggatggctgct 

gatatgcaagaacacagggggacaaccaggagccatggggacatgtggct 

gctcacctggcggcacaggtaggagtgctggtaggcggggagggggtggc suite 54 

catccagcagcaggcgtccggccgtgggctggtgcaggcgggacacgagg 

gccaccagagtgctcttccctgcgcccgggggtcccagcagtgccagcac 

ctccccggggcgcagctccagtgatacgccctggggacacggatgtcaca 

cccatggtgtccctgtacccacacctccatagtcccacggccttcctgct 

gtgtccttctgtccctgttcccccccgaccctttgttttgttcccacacc 

tttggtaccacatctacattcccatgccctccccaccatgtctctgtgtc 

actcatcatgtcccagtgccacaaacccaccatgtgccatgtccccgcgc 

cctcaataccatgatctcatgtccctctccagtgtccccataccaccccc 

tccatgtatctccttgtttcatatcctcacaccctgtccatcacatccat 

gtccctgaatcaccccactgtgctcccacacctgtcacgctgtcccacca 

cacccccgtgtcccctggctgtgtctctgtgcccaccttgaggacgggtt 

cctggcgcccagggtaggagaaccagacatcctccagctgaaggtggccc 

tgcaggtcagcgggtgccattgtccctgagggtgcgacctgtggctcccg 

gtccaggaactcaaagatcttctccgaagagcccacagccttcatcagtg 

tggggaagtagtcgagcaggacctggggacagcgtagtgacgtggccagg 

agggcaagggcatgtggcatggtgacatggggacgcagaggacacagtgg 

gattggcatagggacaggacggggtaggtatggggacagaggaggtgaca 

cagggatgtggcaggggtcacagagggttagacgtggggacacagggaca 

tggatgggcatggggacacactgcgattggcctggagacacagcagggag 

gatgtaggaacacagggacactgtgacacactgtgactgtggcagggaga 

catggggacatgcggatatgggcatcctctcaggctcacctccaggacat 

cagtgaactgtatctggtagaggaggaaggtgacgaggtccccagtgctg 

acggtccccgcggccaccagctgccccccatagtagaggatccccatctt 

cagggccagggctgagaactgaggatgccatgaggtc^ccaggggacacc 

TcccccTGGcJAOTewiTO^cnroeR 
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GTCAATGTCCCCCCTGTCCCAGTGTCCCACAGCTGTGCTATCTCTGTGCT 

ATGTCCCCTCATGCCATCATGTTCCCAGTGTCCTGGAGCCCCCATGCCGC 

CCCATTCCCACGTCACTGCATCCTCCTGCCCCAGAGCCCCTGAACTGTTG 

TGCCTGCTACATCCTGATGTCCCCATGCCATCAAATCTATGTCCCACAGT 

CCCCATGCCATCATATTCCCATGACCTGCCATCTCCACACCATTATGGCC 

TCCAGCCCGTTGGCATTCTGTCCCCATCTCCTGACATCTCAATTACATCA 

CGTCTCCACATCTCCCAGCCCTATCCCACCATGTCCCCATGCCCCCCAGT 

CCTATCCTATCATGTCCCCACATCCCCCAGCCCCATCCCATCACGTCCCC 

ATGCTATTGAGCCACCCCATCCCATACACCACTGGTCCAGAGAGAGGCAG 

TGTAGAGGGCCACATCCTTCTTCTCCAGGCGGTGGCTCTGCTGCAGGCGC 

TGCCGGTAGTGTGCAGCCGCCCCATCCTCATTGGCAAAGCTTCGCACAGT 

GGCCATGGCCTGGAAGGTCTCCACTGCCACCTCGCTGGCCCGGGCCTGCG 

CCTTCTGCATCTGTGGTGCCAGGGCCTGGGGACAGCAGTGTCATTGCAGG 

GCGGGTGGGAAGGGAATGGGGGCTGGGGAGGGGACAGTGCATGTATGGAG 

GGAACAAAGAACACGTGGAGGGGATGGAGGGGACATAAAGGGGACGGTGG 

GCATGTGGAGGTGACAGTGGGGGCATGCAGAGAACAGAACCCATGTGGAA 

GGGATAATGGTCACACATAGGGAATAATGAGCACATGGCACGGATGGTGG 

ACGCATGGAAGGGGCATGGGGCACGTGGAGGGACAGCGGTCACACAGAGG 

GGACAACAGCAGGAGGATGGTGGGTACATGGAGGGGACAGTGGGCACATG 

GATAGGGCAATGAGTACATGGTGGT6ACACTGGGCACATGGAGGGGACCA 

GAGGCACATGGAGGGGACCAAAGGCACATGGAGGTGCAGACAGCAGCCCA 

TACCTGCCGGAAGTGCCCCACAGCCCTGGGCAGTGCCAGCAGCAGTGGCA 

GCGCCAGCGCGGTGi«3CAGCGCCATGCGCGGGGACAGCCAGGCCATGGTG 

GCGAAGAGGCAGAGGCCACGTGCCAGATACCACAGCAGGAGGCTCAGCGC 

CTCACCCAGCGCCTCGCGCACGTCCTCCGCATCCCGCGTCACCCGCATGG 

CCACATCCCCTGCCGGGTGACAGCGCCGTCAGTGCCACCCCTGTCCCTTA 

TCCCCGTGTCCCCTCCCAGCCCGGTGCCCCTCACCGGCCCCGTCGGCGCG 

CAGCTCGGTGATGCTCTGCCGCAGGACGGCGGCGAAGACGCGGCGCTGGA rrrnimT 1 n 

GGCGGCTCTGCGTGCGGCTCAGTGTCCCCACGAAGGTCACATCACACACC ^•^^"'^'=' 

AGCTCAGTGACAGCGCTGTGACGGCAGTGGGGTGTCAGGGGGTCCCGCGC 

TGCCCCCTGCCCGCACCGCGTCCCCCCTATGCCAGTACCTGCTGAGGCCC SUITE 55 

AGCAGCACCATGGGCAGGATGGCTGCCAGCTCATCCTCGCGGGCCACCCA 

GTCGCTGGCTCGCCCCATGTAGTAGGGCACGGCCATCTCGCCTGTCACCA 

CAGCAGGGTCAGGGCATGGGGGACCCCCCCGAGGAATGGTGCCCCAGGAG 

TTCTGTGCTGCACCCCCAGTTTGGTGCTGCACCCCCAAAGCTCAGAGGTG 

AACCTCCGAAGCTCATTGTTGCCCTCCAGTTGGCTGCAGCCCCCCACCCC 

ACCGCAAACCCATCTTCATTCCCATTCAATCACCGCCCCCACCCCAACCC 

GACCCCAATTCTATCTCCATCCCCATCCCTACCCCACCCCAACCCCATTT 

CTATTCCTATCCCATTTCTACCCCACCCCAATCCAACCCCAGTCCCATCT 

CCATCCACACTCCATCACATTCCCATTCCCACCCTGTCTTCAATCCCCAT 

TCCATCTCCATCCCAAACTCAGCCCCAGTTCCCATTTCTCTCCCCATCCC 

CACCCCATCCTACCCAGTCCCAATCCCAGTTCCAAACCCACATCATTACC 

ATTCCATCCCAACCCCATTCCCAGTGCCCAGCCTATACCCATCCTTACCC 

CCACCCCAATCCCCATCCCATTCCCCATCCCATTCCACGGCTACTTCCAT 

CCCCAATCCCATTCCATCCGGTTCCCAATCCCATCCCCATCCCTACCCTT 

ATCCCCAGCCCCACCACAACCCCATCCTCATTCAAATCCCAACCCCACTC 

CGATCCCACTCCCACTCCCCCCGCCCCGTACCCAGCGCCGAAGCCGCCAT 

CAGACCCATCACCGCGGCGCAGCGCCGGCGCTCCGGGCTCAGCGAGAGGA 

GGAGGCGGCGACCCGCGCCCATCTTCCCCATCGCGGCCCCGATCCCCCTC 

CGGCCCGATCCCAATGCCCGGCAGCGGCCGGAGCTTCTCGGAAACGAGAG 

CGTCTCTCATTGGCTGAGGCGGTGCAGCAGCGACGCTGCTCATTGGTCGA 

GATGGTTTCGCGTCATCAGTTGCCAGGCAGATCGGAACACTGCAGTTTGG 

AGAGGGGCGGGTGATTGAAAGTGAAAGTAACGGCGGAGCGGGAAGGAGAT 

GGAGAGCGGCGGCGGTGAGGGGCTGGAGGGGGCTGGAGGGGGATGGACTG 

GTAGGGGCTGGTGGGGTCT(fiei*tt&eBcf»MB£«DBMBH(rqRBa£lB26) 
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GTGGGGACTGTCGAGGGGCTGGAGGGATCTGATGGGGACTGGAGGGGTTT 

GGTGATCGCTGTTGTGTGCTCCAGGCTGGGCTGTGGGGAGCCGGACTGGA 

AGTGGGGGCCGTTCTAAAAGCACTGCTGTGTGTTCCAGGTGCTGAGGGGA 

GCTGAGGACCTGCACCAGGAGCACCCCGGGGAGCCCACCTGGTCCAGCTG 

TGCACCAGAAGCTCTGGGGATCCCCACCCCACAGCCATGGCGATGCCGCC 

CTACATTCTGCGCCTGTCATGCACGCTGCTCCTGGCCGACCTGGCCCTCA 

TGTTGGCCCTGGCCCACTTCTTCCCAGCACTGGCCCATTTGGGCTGGGTG 

GGCTCCTGGCTGGAGGCCGGGCTGCGCCTCCTGGTGCTGGGGGGGGCCGG 

GCAGCTGCTGGCCCCCAGGGGACCCCGTGGGGCTGCAGTGCTGCTGAGCC 

TGGGCCCCGCCATCTTCCTGACCCTACGGGGCTATGTAGGTCTGCCTGGA 

GCTGCCCCGGTGCTGCTGGCCATGGCAACGCCGTCCTGGCTGGTGCTGAC 

CCACGGGACAGCTGTGGTGGCATTGCTCACCTGGAGCCTCCTGGTCCCCA 

CTGTGGCCACTGGGGCAAAGGAGGCAGAGGCCTGGGTGCCCCTGAGGCGG 

CTGCTGGCCCTCGCCTGGCCCGAGTGGCCCTTCCTTGGCTGTGCCTTCCT 

CTTCCTCGCATTGGCTGCACTGGGTGAGACCTCAGTGCCCTACTGCACCG 

GGAGGGCTCTGGATGTCCTCCGCCAGGGGGACGGCCTCGCCGCCTTCACC 

GCTGCTGTCGGCCTCATGTGCCTGGCCTCTGCCAGCAGGTAGGGACCCCA 

CATCCCTCCACAAAACCCCATCCACCTCTGGTGGTCGTCTGGTGGGTTTG 

GGGGTCTCTGTCCATATCTGGGGGTCATCTGATGGGTTCTGGGCACTCCA 

CTGACCCTTTGTGATTGTCTGAAGGGTTCTGGGCTCTCCATTGACCCCTG 

ATGGGTTTTGGAGTCGCCCCCCCAATTCCTTCCCAGCTCGCTGTTTGCCG 

GCTGCCGCGGTGGCCTCTTCACCTTCATCAGGTTCCGCTTCATCTTGCGC 

ACCCGCGACCAGCTCTTCTCCAGCCTGGTGTACCGGGACCTCGCCTTCTT 

CCAGAfcACCACAGCAGGTACAGACTGGGGGCACTTTTGTCCCTGTCCCC 

ACACCATACCCCCAGCTCACCCTACTCAACTCCACAGCTGAGTTGGCCTC 

CCGGCTGACCACCGATGTGACGCTGGCAAGCAACGTGTTGGCACTCAATA 

TCAACGTCATGCTGAGGAACCTGGGGCAGGTGCTGGGGCTCTGCGCCTTC FIGURE 10 

ATGCTGGGGCTGTCCCCGCGCCTGACAATGCTGGCACTGCTTGAAGTGCC 

GCTCGCCGTCACCGCACGGAAAGTCTATGACACCCGGCACCAGGTGATAG oTrm? -^A 

CAGGGATGGGATGGTAGGGTTGGGGTGACAGGGATGGAGGCAATGGCAAT ^Ullii DO 

GGGATGGGAACAGTGGGAGTGGGGATAGTGAGGTGGGGATTGTGGGGTCA 

GGGTGGCAGGGATGAGGGCAGCTGCAATGGGATGGGAACAGTGGGAATGG 

GGAGAGCAGGATGGGGATCATGGGTCCAACACAGCAAGGATGAGAGGATG 

GAGAAGAGTGGAGCAGGAATGGAAGTGGGATGGCGAGTACTTGGCCATCC 

CATGGGTGCTGACACCCACTGTCCCCCCCAGATGCTGCAGCGGGCCGTGC 

TGGATGCAGCAGCCGACACCGGAGCGGCAGTGCAGGAGTCCATCTCTTCC 

ATTGAGATGGTACGGGTCTTCAATGGCGAGGAGGAGGAGGAGCACCGCTA 

CAGCCAGGTGCTGGACAGGACCCTACGGCTGCGGGACCAGCGGGACACAG 

AGAGGGCCATTTTTCTCCTCATCCAGCGGGTGAGGCTGACACGAGGGGAC 

ACCCTGGTGTCTGGGTGGGATCGGGACATCCCCGCTGAGCCCCATCCCCA 

CAGGTGCTGCAGTTGGCCGTGCAGGCACTGGTGCTGTACTGTGGGCACCA 

GCAGCTCCACGAGGGGACCCTCACTGCCGGCGGCCTCGTTGCCTTCATCC 

TCTACCAGACTAAAGCTGGCAGCTGCGTGCAGGTGAGGTCAGGCAGTGCG 

TCCTCTGCCACCGGATCCCCATGACTGTGGCCACATCCCCGTGTCCCCAC 

CCTGGGTGCTGTGCCTGGGGGTCACATCCCCATGTCCCTATCCTGGGTGC 

TGTGCCATGCAGGCACTGGCGTACTCCTATGGTGACCTTCTGAGCAATGC 

AGCGGCCGCCTGCAAGGTCTTTGATTACCTGAACTGGGAGCGAGCTGTGG 

GTGCTGGTGGCACCTACGTGCCCACCAGACTGCGAGGCCACGTCACCTTC 

CATCGGGTGTCCTTCGCCTATCCCACTCGCCCTGAGCGCCTCGTCCTGCA 

AGATGTCACCTTCGAGCTGCGCCCCGGTGAGGTGACGGCGTTGGCGGGGC 

TGAATGGCAGCGGGAAGAGCACCTGCGTGGCACTGCTGGAGAGATTCTAT 

GAACCTGGGGCCGGGGAAGTGCTGCTGGACGGGGTGCCGCTGCGGGACTA 

CGAGCACCGCTACCTGCACCGCCAGGTGAGGGGGTGGGGGGAGATGTGGC 

TGCACTGAGCAGTGCTGGGGCTGAGCCTCTGCCCTGGGGCAGGTGGCACT 



wo 99/27132 
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94/110 
ElREV.tXt 



CCTACGGGATGGAGGACTGCGAAGAGGAGGAGATCATAGCAGCTGCAAGG 

GCTGCGGGTGCTTTGGGCTTCATCTCTGCACTGGAGCAAGGCTTTGGCAC 

TGGTGAGTGCTGGGGAGCAGGGGGGGACCCGGGTGTCTGACCCCACTCAT 

CCCCACCCTCATCCTGCAGACGTAGGGGAGAGAGGGGGGCAGCTGTCAGC 

GGGGCAGAAGCAGCGCATCGCCATCGCCCGCGCTTTGGTGCGGCATCCCA 

CCGTCCTTATCCTCGACGAAGCCACCAGTGCTCTGGATGGGGACAGTGAT 

GCAATGGTGAGCACTGAGCAGTGGGTGGGGGGAGGGTCTGGCCCTGCAGT 

GCATGCTGATGGGCAGCTGTGTGTCCTACAGCTACAGCAGTGGGTGAGGA 

ACGGAGGGGACCGGACGGTGCTGCTCATCACCCACCAACCACGGATGCTG 

GAGAAGGCAGACCGCATTGTGGTGCTGGAGCATGGCACGGTGGCTGAGAT 

GGGGACACCCGCCGAGCTGAGGACCCGCGGCGGACCCTACAGCCGGCTGC 

TACAGCACTGAGAACCATGGAGCAGCTGGAGTGGCATGCGATGGGATATG 

GGGAGCAGTGACTGCCTCTGCTTCCAGCTGCAGGATGGGATGCTCTGGGA 

TTTGTGTGGAATAAAGTGGAGATGCTTTGTAGAGGAGTGGGTTGGGATGT 

GGGGGGTGGGCAGCTCATCCTCAGTGCATGATTGGTTATGGAAGCTGAGT 

GTTTGCCCTCAGTTGCAGCAGCACTGTAGGTTATGGAGGAGAGGCACAGC 

TCAGCCCGAAGTGGGACGAAGTTTCCAGCCATGTCTCCATATGAAAGCCA 

TGCAGATACCAAGGAGAGTGCAAGGGCAAATGCTGGGAGAAGAGGGAGAG 

CAGCAGTGTGTGATGGAGTGACAAGCAAGGAGTGTGGGGTGGGCACAGGA 

CTGCAGGGGGTGGGAGGGACTTCTGTGTTCCCCAAGCATTTCCCTACAGC 

AGTCACACCAGGTGGGCTTTGAGTATCTCCAGAAGAGACCCCCACCTCTG 

GTCAGCCGTTGCAGTGTTCTGTGTGATCAGGAATGGACAAAATGGGGCTC 

ACTGAGCTCACTGTCAGCCTCATGTCCGGGCAAGGGAAA6CTGGCCAGAC 

CAGACCAGTCTGTGGGAGGGAAAGGAAAGAAAAAGTGGTCTTGCTAGAGA 

TGTACCTGTGGGGAGAGGTGAGGGGGAGGAACACGGAGGCTATGCCAGCA 

CACAGGGATGGCATCACAAAAGCCAGAGTTCATCCTGGACAGCACTTCCA 

GGACATGAAGCTAGCAACCATCAGCGTGGGGGCACAGGGGGGAGGTGATG ^riwv i n 

TGGGATGGGGGGAATGGGGAGGGCAAACAGCAGCCGGAGGGAGGAGGGCA 

GGGTGGTGGGCACTCAGTGCAGGTCCATGCCTGCATCCAGAGAAGCCGAG 

CCAGGACACGGCCCCCTCACCCATCCCAACCCAAACCACAGCACAGAACA SUITE 57 

GACTGCGGGCAGGCTGAGAGCAGATCTGCAGGGCCACCATCAGAATGGTT 

CTGATACACAGGGCATCAGAAGCCTGTCCACAAGTTGGATCCTCGTAGCC 

AGAGGGTAAGGATGTGCAGTGCTGATGGTGACGGGGCGGGCAGCCCTGGT 

ACAATGGGTAGTGGTGTTGGACGGGGGAGAGGTGTGGCAGCAGGGACCCC 

CCCACGAGGTGCTGCGCCCCGGCAGCCTTCTGCGGGACTGGGGACAACAG 

GGAGCACCGGGGGAGGGGGACAGAGGGAGAGGGATAGCGGGAGTTATGGA 

TGGGGAGGGCAGGGGGTGGTGGGATGTGGGATGGGGACACTGCACGTTGG 

GGACACTGAGGGTGGAGGTGGGGACACCGGGGCAGCGACAAGGGACCACA 

AGAGCTGTGCCGTGGGCACATGGATGCCGAGCCGGGCGCGCTGCGGTACC 

GCTGCTGTACGACACACAACGGCCACTGCATGGACTGCAGTGCCACTGAG 

TGCCACCAGGGCCGGGGGTGGGACACAGAACTGGGAATAAAGCCGCATGT 

TTGTACCCGGGTGTGTTGGGATCTCAGCGCGGGGAGTCCCGGTGCTGTAA 

GAAGTGCAGGGAGAATGAGGGACCCCCAGAGCCCCTTCCCCCCAGGGAGA 

AGAGCGGAGCCCACAACAACAACAAATCGGGGGGGAAATAAACCAGAAGA 

CGGCTGGAGGGCAGCAGAACAAACGTATTTATTTGGGTGTAGGGTACAAT 

GTGGGGGGAGGGGGCCCAGCAGGGACAGGAGAGCTGGGGGAAGGGCGGGA 

TGAGGGAGGTGGAGTGGGCAAGGTTGTGGGTGAGGATTGCAGAGGCAGCT 

GGATGGGCGGGGGGGGAGGGCAGAGAAGGAAATAGGAGTGCTGTGGGACA 

GCAACCTGGGGGGGAAGTGGGGTGGATATGTGCAGTGACTGCTGGGGGGA 

GGAGCAAGGAGACCACATCCCAACAAACAGGGATGCCATTGGGAAAATGA 

GAGTTCTGCCAGGACAGGGAGCAAGCAACCACCAGCATGGGGTCACAGAG 

GAGAGGTGAGAAGGGATGGGGGTACACAGGGGGGAGTGAGCAGCAGGCAG 

ATAGAAGAGGGGAGGGCAGTGGGTACTCAGCACAGGGCCACATCTGCACC 

CTGAGCAGCCAAACTGGGACACGGTCCCCTCATCX 

ACAGCACAGTGe&yH4*eJK8iMSIA<6Re^^ 
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TTATTTCACAGGAAGCAGTGCAGGCAAAGCATAACAGTCAGCATAGGAAG 
CAGAATGAGATGTGAGAGGTCAAGAGGATGGGGCTGTGCCCATCACTGAC 
CCCAAATGCTGGTGTGGACTGTTGGGTCCTTGCAGGCTGAAGCACAGCAC 
TCAGATGGCGGGGTTGCTCCCTGTGGGGATGAGAAGGGATGATGTCCCAC 
GGGGCCAGGTTCACATCCCAACCCTCTGCTCCGGGGGTCTCCCCGCAGAG 
CCCCAGCATAGCCCAGCCCTGGGCAGTACCACAGAGAGCACACGGACCCC 
TCCCAACCCACAGCCCCACACCGCACCTGTGCTCGAGCTGCTGGATCCAC 
CTTCCCTGTCTATAAGGGAGGAACAGCTGTGAGATCCAGCCCTGTGCTCC 
CTATGGGGCGTGGAGCAGCCCCAAGCACCAGGAATGGGTACCCTGGGAGA 
AAGTGCAGACCCCAGGACCGCCCTGGCACTGGGCAGAGGTGGGGGACAGC 
GCTGCCCTCATCACTCACCGGGCGCGATGTTGTAGCCCTTCCCCTTCTTC 
CCTGCAGACAGAGAGATGCTTCAGCACAGGTTCACATCACAGCCAGGCTG 
AGGGCTCCCAAGGGGGACCCAGATCCCCCCACTGCCCGCCTGCACCCCTC 
TGCTTTTACCTGCATGGCGTCTGTAGATGATGAATCCAACACCAACCATG 
ATGGCAATGGCCACAATGGCGACGGCCACCCCCGCCACGATGGGCACCAG 
GTTGGGCTGTGGCGGCTCTGGGGGAGAGCGGGGCCATCAGCAGGGGAAGG 
GGCAGCCCGCAGCCCCCCAGCCCCACATCCCCTCACTCACCCCACGAGTA 
GAGGCCGGGCTGGGGCAGGCTGGCGTGCTCCACGCGGCACTGGTACTTGT 
CCCCGTCCCCCGGCTGCGCATCGATGGTGACCCAGGTGTGGTAGGTGCCG 
TCGCCGTTGGGCACGATGCCCCCCGAGTGGGCGTCCTGGCCCCGCACCGC 
GCCGTCCTTCAGCCAGCTGACAACGATGGGCCGCGGGTAGAAGCCGTGAG 
CGCGGCAGGACAAGGTCAGGATCCCGTCGGCCTCCTTCCCCCACACTCGC 
ACCTCGGGCCGCTCTGCGGGCGGGCGGCAGTGAGGGCCGGGCTGAGCTCC 
CGAtGCTGAGCCCCCGCCCCACGTCCAGCCCCACACTGCAGCCGCTCCCC 
.,.CCCCCACCCCGCTCACCTCTCCTGCCCAGCTCAGCCTTCCCGTATTCCAC 
./'GTATCTCCGCAGCCACTCCACGCAGGTTTCCTCCAGGTAATTCTTCCACC 
TCTCAGGTTCACTCTCTTCCTCCCATTTCCTCTTGGTGGGAACTGCCTCT 
GGAACTGCCGCAGTGAACGTCATCGTGCCTTTGTCGAAGGCAGTGAAGTC FIGURE 10 

TCTCCCATCGTAGGCCATCTGATAATACCCCCGGATGGGGCCGCCCTCGA 

GGATGTCACAGCCGTACATCCACTGCACCGTGTGAGACCCTGAAACACAG SUITE 58 
CCGGGCAGGGGGTGAGGGGCCCCTCCGGCTCCGGGGCTCCCACTGCAGCG 
GGGATGGGTTGGGGTCCCCCCGGGACGCGGCACCCCGAGCGCGGTGGGGC 
TGTGACGGGCAGCCCCGGGACGGTGCCGCCGGGCAGGGCCAGGCCTGGGG 
GGTGTGGGCGGCACTGCGCCATGGAGCCCATCCCACACCCACGGAGCCGC 
GGCCCCGGCCGTGCTCACCGCCGGTCTGGTTGTAGCGCCGCTGCAGTATG 
- CCCAGGTTCTCGCGGTCAATCTGCTCATTGCCCTGTCCGATCTGCGTCTG 
TCCATCCCAGTACTGCTGGTCCGCCTTGGCCGCTATCCACTCGGTGCGGG 
GCACGTACCTCCGCGCGGTGCTGTTGTAGTGCACGAAGAGTTCCCCGTCC 
ACGTACCCCACAGTCACGAACCACGGCTGCCCGGGGCCGGGATCCGTCAT 
CGCCGTTTGGATGTACCGCAGGGTATGGAGCTCTGCGGGGACGGAGCACA 
GCGGGGCCGTGAGCCGCGGGTGTGGGTCTGAGGATCCCACGGACACAGCC 
CCGGGGTGGGGTTACGGGCGGGGAGGGGTCCCGGTCCGGCCGCACTCACC 
GGCCGCCGCCCCGCACACGGCGGCGAGCAGCAGCCCCAGGCCCAGCGCCC 
CGCACGGCCCCATCGCCTCGCACCGCTGCACTCTCAAGTCCGCCGCACCC 
AGCGCAGCTCCTTCAGCTTTTCCTACTCCTCCGCCCCGCCCCGCGCCCCC 
ATTGGCTCCTCCGTCGCCTCTCCGCCAATGGTAGTTGGAGTTTTATGTGA 
CGTCATCGGGCGCCAGGCAGAATGCGCTCCCTCAGGTTGTGAAGCGAAAG 
CGAAAGCGCGGAGCGGGGGAGGGGATGGGCGCGGTGTGGGAACCCCCGGC 
CCTTCGAGCACGGGGGGGCACCCGGGCTGTGTTCGCACGGGGCCGCGTCC 
TTACCCCGGGGGAGGGGGCCGAGGGTCTCTGCCGGGAGGACGGGGGCCGT 
GAGAAGAGGAGGAGTCATTCTCCATTCCAGTCAAGGAACTGTTTGGGGGG 
GGGGTCACATCCATAGGGTTAGAGGCTCCGTGTCCGGGGGGGAGGGGGTG 
GTGACAGTGGTGTCCCCCAGGGCTTCCTTTGGGATCAGTGCCATTTCCCC 
ACAGCGCCGCCCCACACCGCTTCCCCACATCCACGTGGTCCATCTGAGGT 
CGATGCCCTCAGGGTCTGCAGGTGGACCCCAATGTCCACCCCCCAAGTTA 
FEUiLLE DE REMPLACEMENT (REGLE 26) 



wo 99/27132 

96/110 
ElREV.txt 



ATGATTGACCCCAACCCCGCTGTCCCTGCGCCACTGCTCCCATCTGCCCC 

ACACTGCCGGAGCCATGGGGCCTCACTGGGCCTTCAGCCTCTTCCTCCTC 

CTCTTCCTCACTCCCTTAATGAGGGCCAGCTCCCAGGACCCTGAGTATGG 

GGCTATGGGGTGTTTGTGGGGTAGCTATGGGACTATGAATGTTCTGCAGT 

GCCTATGAGGGACTATGGGGCACTGGTGGGGCTGGGGGCTGCTATAGGAT 

TGGGGTGTGATGGAGTCTGGGGGGACTAAGGGAGATTTCTGTGTGGTTGG 

GTGGGGTTATGGGGCCAGAGCTGGGGGGATTCCTATGGACCTAAGGGGTG 

TCTGGATGCTTATGGGATCTGGGAGGGCTTATGGAGCAGTTATGGGGCTG 

GTGGCTCAAGCAGTGTTCCCTCAGGTTGGTGCTGGTGGCCCCCCGGCGCG 

TGGCCTTGGGGACCCCCATGGGGCTGTTGCTGGCAGCTGTGGGGCCGGTG 

ACCGGGACGGTGACTGCATGGGCTGAGGGGGACCGTGGGGCTGGGCCCTG 

CACCCTCCCAGTCCCATTTGCCCTCACACCCCACAACAACTTCAACCAGC 

TCCTACAAATTGAGGTATGGGGACACCGGGGGATATGGGGACACTGGGGG 

ATGTCCTCTGGGGTGAGGGGGTTGGGGACACCCCTGTGGCACACAGGGAT 

GTGTGCACCCTTGGGTCCCCTCCTGCCATGTCACCCATGTCACCTCACAT 

CTCCTTCCCCAGAGTTCCCCCCATGTCCCCATAACCCAAACACCTCCTGC 

TGTGTTCCCATGTCCCTTATAGGTCACCCCAGTGCAGGCAGAGCGCTGTG 

GGGCGCTGTGGGGTCGGGGGTTGCTCCTGGAGGCCCACAGCTCCCATCTG 

CCCCCCCCCAGTACCAGGAGTCTGAGTGTGGCCCTGGGGGGGCCGCGGGG 

TCACCTCATTGTGCAGACAGACAAACCTCTCTACGCCCCCCGACAGACTG 

GTGAGTGCTCCACGXCCACCCTAAAGCCATCCCTCATCTGCCCACAGTTC FIGURE 10 

TCCCCCCAGTGCCCCAAATGCTCCAATTCCCCTAAATCAACCCCAAAATT 

CTCCCCAAAGCCCCTCCAAATCTACCATGAATTCCCCAAATCCACCCATT 

TTCACeCTACATTCACCCATTTACCCCAAATTCACCCCCAGCACACCCCA SUITE 59 

AA]pACCCCTGGTCACCCAAAGTCCCCCAAATCCCCTTCAAATTCCCTAAA 

TGrCATAACCCCCATCTGTCCCCATGTGTCCCTTTGTCCCCAGTGCGTTTC 

CGGGTCTTCTCCATGGACCCCGACCTACAGCCGAACCCCGAACCTGTCCT 

GGTCACCATCACGGTATGGGCCCTATAGGGCTGGGGCTGTGGGTGACCCT 

GTGGGGTTTGGGTGACCCTACAAGGCTGTGTACCCCCATGTACCCCCAGA 

ACCCGTTGGGTGCACGAGTGCGGGAGGTGCAGCGGGTGCCCCTGGACACG 

GTGCTGAGCGACCAGCTGGTGCTGCCTGACATCGCCCTGTGAGTGGGGCT 

ATAGGGGGCTACAGAGGGCTGTGGGGTGCGACAGGGGGCTATGGGGACTG 

GGGACTATGGGGATTTGGGGCTACAGGGGCTGCAGGCGGGCTAGAGTAGT 

GGGGGGGATTATAGGGTTACTGGGGCATTACAGTGGCCATAGAAGCTATA 

GAGGGCTGTGGAGAACTATAGGATACCTTAGGGGCCATAGGGGTCTACAG 

GGGTTATAGGTGAGCATGGGGAAACATAAGGGCCATAGCGACTCCGGAGG 

GCTGTAGCACACCATAGGGGCCATAAGGGCCCTGGAGGGCTCTAGAGGAC 

CACAGAGGTGTATGGGAGGGGCTATAGGGGACTATAGGGTATAT 



PCT/FR98/02501 



FEUILLE DE REMPLACEMENT (REGLE 26) 



wo 99/27132 PCT/FR98/0250I 
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TGTTGGGGCACACTGGGATGTGTGGGGATATGGGG^SS^^^^ 



gacacatgcagaggaggggacaaatggggacacactgggggaSSSIg 

GACATGGGGACACCCAGGGAGGGACACCCCAAGTTCCCCCTTACCGGCGG 

cagtgatggttccttctgtgcccatccccccctgcagcagcgcag?^^^ 

SSS^^^^^CGGGGTCCCCACCGCCGCCACCCACCACTGCCCCCCCGCGGT 

tggggggctgcgggcgtcggggtgcagagggcggctccatgggtcagag? 

CGGTCTGGGGGTTCGTGGGGTTCAGTTCGCAGCTGGGGGGAGTCCGGGGG 

??S^>^'^^^^^^^^'=^"^^a'=*<='^cccccaggggtctgcgagggaga6X?g 
agtgagagggatgaaggggtctgagggcatggggttgggaggggtgtggI 

fSt^Z'^^'^^TCATTTTGGGGTTAATGGGGACACTGGGGACAGS^ FIGURE 10 

St?gggg?g?^?^^^^^^^'=^^^''^^^^^^ 



FEUILLE DE REMPLACEMENT (REGLE 26) 
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TGGCTGATGGGCTGTGTCCTATGAGCGCAAAACACCACAATGGGCAGAAA 
AACCTTCCTCCAGAGGACCAACCCCATCTCTATGGCTTCTTTGCACCTGG 
CCTTGCCCAAAATTGGGTTATTTTTGAGAAAAAAATGGGCCATTTCTCTG 
CTGGTTGTCCAAGCAGCAAGAGATGCTGGCATGAGTCTCACCAAGCCAAG 
AGGTCTGTGGGACCAAGAGAACTCTTTTCTCTCCCATTAATGATGAGTAA 
CTCCACCTTTGGGCACTCTTAAGGTGAAAATCCTCAAAATCTGCAATTTT 
GAAGGCGCAGCTCCCACATTTCTCATCCCCTTTGTTCTGTCCATGGCAGT 
GCAGGCATTCCAGCCCCATCCCCAGCCCTGTGCTCAGTGTCCCTTCGACT 
GGATTGGATTCAGAGGAAAATGCTACTACTTTTCAGAGGATGAGAGCAAT 
TGGACGAGCAGCCAGAACAACTGCTCTGCTCTTGGTGCTTCCTTGGCTGT 
GTTTGACAGCGCTGAGGACTTGGTGAGGGGGACACAAAAGAGCCACCAAT 
GTATTTTGTCCGCTTGAGGGCCCCTTGGCTGCTCTTTCAGTGTTTCCTTT 
CTGATTTTGGGGTGAGGAGGTGGATAATGGTTGTCCTGAGGGTAGGTTGG 
GTCTACTCCTCAAAATTCTTCAAGGGATTTAAGGGAAAAAAAAGATGTTT 
TTTCTATGAAGTAACCACGCTGGCTTAGAGACTGTGAGCTTTGGTGATGG 
ATTGGGCAGTTTCAAGCACTGAGATTATTGGTTGAAAGGGTTCTGCAGGC 
AGTGGCATGCAGGAAATGTCCCAGAGCCCCATGATCTGTTCCCTCTCCTC 
TTTTCCAGAGCTTCACAATGAGACACAAAGGCAGCTCCCCCCACTGGGTT 
GGCCTCTCCCGGGAAGGCAAAGAGCATCCATGGGAATGGGTGAACCGCTC 
TCCTTTGTCTCACCTGTGAGTTCCCATCCTTGTCTTGGAGGCTGCAGCTT 
CTCCAGCCCCAAAATGTGGATTTCTGGACCTCGGGAGCATTTCTGGAGGT 
GGCTTATGGGGTGAGGAGATGTGGGGAAGGCACTTCGCACCGCTTTGGGT 
CATAGAAGTTCATTGAGAGGCAGAAGTGGCGCAGGAAAAAGAGATTCCTA 
■ TTTAATCAATTATTTTGTCTGTTTGATTTCACCACTGTGATTTCCTCTTC 
CCCCCCCCCCCAMAACCTGGGGTCTGCCTGTCCGTCTGTCTGTCCATCCA 
GGTTCCAGGTGCAAGGCGATGGTCTCTGTGCATACCTGGGGGATGCCGGG 
CTCAGCTCCTCCCACTGCAGCACGCGGAGGAATTGGGTTTGCACCAAACC 
CGCGTTGCAAAAACCGAGGAAGAACTTCTGCATCAGCACCTGAGCGGCTC 
CCGGACCCGAACACGCGATGCAAGAGGAGGAACCCAAAGCAAAAGAGCTC 
CGCTTTCAGCTGTGCTCAGTAGCAACAGGAGGGCGGTGCGCTCCTCCAGC 
CCAGGTCCGACAGTGCCGCCTATGGGGCTGCGCGGACCGAAGCAAATCCC 
AGGCGGAGCTTCGGCTCCAAATTACATTTTTTTGCACCGTCTGACTCCTA 
ATGACCGCTAAAATCCCAATTTTGGGGGCTATCCGTGCGCTGCTTGCAAC 
GACCTTCACCCCTGCGCGATGCAGCAGCAGGTTTGGGGGGCGGACGGTGG 
GAAAATATCCATTTTTCACCGGTTTTTCTCCAAAGGGAAATACTGGGAAA 
GCAATCAGCCCAAAGGACCCTGAAATCGATGAATAAATCGGCAAATTATT 
TATGTTTCGTGTTTTCCCTTCTGTGTCACTGCAGTGCGTTCTCCATGAAT 
TCACTTTTAACGGTGTTTTGTCACAGGAAACACTTCTTCGACTCTCTCCA 
CCACTCCTATATATTCAACAGACCAATTCCTTCTGGTGATTTTATGCAAA 
AACAAAAGAGTATATTTGGTTAAAGAACCCAAACCACCTTCTTGTACTGA 
AGGGAATAGAAGAGCACAGACCGCCCGCTCCCCTCCCCTGCTGCCGCACA 
ACAGACGGTCCCCGAGGATGTGCAGACAACGCGACGCCGTCTGA 



FEUILLE DE REMPLACEMENT (REGLE 26) 



wo 99/27132 PCT/FR98/02501 

99/110 

E6G2N15,txt 



TAGNAACTAGNGGATCCCCCGGGCTGCAGCTATGGGGGAGTGGGTGCACT 

CCTTGGCCATGGCTTTGGGTCCCGTTACTCTGGAGGAATTTCCACAGCTG 

CCCCAGGAATCTTGTACATAAAAGTGCACAGATCGATCAGAGATGTCATG 

TTCCTGACAGAAGAAATCCTGTCTCTTCTGATGTTCTCTGTGAAGAGCAT 

TGCCACGAGGGAGCTACCAGCAGGGCAAGCAGAGAAATTGAAGAAAACGA 

AAGATGGGTCGAGGTACGGGATTGGGCAGGTTTCACTTTCTTTAGCAATG 

AGACGTGTCAAGCTGGCAGCTTCCCTGGGAGCCTCTCTGGTGTGGATCTC 

CGGTGGCCCTAAACCTGGTTCAGGCACTGATCAAGGAGACATTACCCGTC 
TTGGTTCATCTCGGCTCACGG 



FIGURE 10 



SUITE 62 



FEUILLE DE REMPLACEMENT (REGLE 26) 
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CGATGGTCCTCCAATGACCTCCATGGTCATCCAGTGCTCATCCCGCGGTA 
TGGCCATGGTAACCCCATGTTCACCCTGTGGTCTCACCCCAATGATGCCG 
TGGTTACCTTTTCGTTACCCTATTCTCATCCCATATCCCCCCTTTCTGTC 
CCTCTGCCCCTTCATGATCCCCTCATGGTTAACAGACGTTTCCCTCTGCG 
ATCAGGTCATGTTCAGCACAAATTCCTCCAGGGTTCCCTTTATAGTGACC 
TCACCATTACCCAATCATGTCCCCGGTGTCCCTGAAGGGGCCCAGATTTC 
CTCAGTGGGACCCAGATGTCTTCAGTGGGGCGGGACCTGGCCATTCCCAA 
TGTCATCCAGGTGTCCATATGGCATGGGACACAGATGTGCACATGGGATG 
GGACCCAGGTGTCCCCACTGTCATCCAGATGCCTCCATGGGTTGGGAAAT 
GACCATCCTCGATGTCACCCAGATGCCCACATGTGATGGGACGTGGCCAT 
CCTTCATGGCATCCCGATGTCCAGCTTGGGATGGGATCCCAATGTCACCC 

AATGCAATCGCAGTGTCACCCAGATGTCCACAAGGGATGGCACCCAGATG 

TCCCCAGGTGCCACTCATCTGCCTCACCAACCCAGGACTTCCTCCCACTG 

CTCCCACTGCTCCCAGTTTGCCCCCATTTCTCCC SUITE 63 



FIGURE 10 




FEUILLE DE REMPLACEMENT <REGLE 26) 
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GATCTTCAGTGATTTTCAGTGGTCTTTGGTGGTCTTCAGTGCTCTTCGTT 
GGTCTTTGACAAAGATGCAGAGGAGCACCGCTCCCAGACGGACCCCCCGG 
GGACCCCATTTGTCGCCATCCCCACTGGGACATGCAGCCATTGACCACAG 
CCCTCCGGCTGCGACCACCCAACTGATTCCTTATCCAAAGTCCACTCTTT 
GCACACTTACCTCCAATTTAGTGATAAGGATGTGGCGTGGGACCGTCCCA 
ATGGCCGCACACAAGTCCAGGTAGATGATATGGGATGACCATGAAGGGAT 
CACAGAGAGGAACACGGGGTGACCACGAGGAGCAACGAAGGAAACGCTGA 
GTGACCACGGGCAGAAAATGGTGTGACCATTAGGGGACAACGAGAGGGAA 
CAGAAGTAGTAAGGAGTGAGAATGGGGTGACAAAGAGGTGACCATGGCAT 
AACTTTGATAAGACCATTGGGTGACCGCAGGGTGATGGCCATACCATGGG 
GTGAGCACTGGATGACCATGGAGGTCATTGGAGGACCATCGGGTGGGACG 
AGGGCCGTGGGGACACCCGTGGGGCGGTGGGACGGGGGCAGAGTGTCAGA 
AGGAGCCCCGCGGCGCAGAACTCTGCCTGGAGACGGGTGACGCCGCCCGG 
CGCCGCCGCCGCTCATTGGCCCTCCCCGCCCGGCCCCGGGCTCGCGGCTG 
GCGCGGGGTGCCGGGTCCCCCATCGTCCGGCGGCAGCAGCCATGGGGAGC 
GGGCGCGTCCCGGCGGCGGGGGCCGTGCTGGTGGCACTGCTGGCGCTGGG 
AGCCCGGCCGGCCGCCGGCACGCGGCCCTCGGGTGAGCTCGGAGCCGCGG 
CGCGGGGACGGCGCTGCGTCCCCCCCGGAGAAACCCCCGGAGCCCTTCTG 
GCCGTGCGCAGCGCTCGGGGCTGCGGGGGGACGGAGGGCGGGGGGGGGCG 
GCGGAGCCGTGGGGGGCAGCGGGGCCGGGGAGGGGGCGGGGGGTGTGGCG 
GGGGGCGGCTGTGTGCCCTGACCGTGCCCTCTGCCCGCAGCGTTCTTCTT FIGURE 10 

CTGCGGTGeGATATCCGAGTGCCACTACCTGAACGGCACCGAGCGGGTGA 

GGTATCTGCAAAGGTACATCTACAACCGGCAGCAGTTCACGCACTTCGAC SUITE 64 

AGCGXCGTGGGGAAATTTGTGGCCGATTCACCGCTGGGTGAGCCGCAAGC 

TGAATACTGGAACAGCAACGCCGAGCTTCTGGAGAACCGAATGAATGAAG 

TGGACAGGTTCTGCCGGCACAACTACGGGGGTGTGGAGTCCTTCACGGTG 

CAGAGGAGCGGTGAGTGCCGCGGGGCGCAGCGCGGACGGACGGGCAGGCG 

CCGCGCTCTGGCGGTCGGTCCGCAGCGCTCCCCCCGTGCCCCGCAGTGGA 

GCCCAAGGTGAGGGTCTCGGCGCTGCAGTCGGGCTCCCTGCCCGAAACCG 

ACCGTCTGGCGTGCTACGTGACGGGCTTCTACCCGCCGGAGATCGAGGTG 

AAGTGGTTCCTGAACGGGCGGGAGGAGACGGAGCGCGTGGTGTCCACGGA 

CGTGATGCAGAACGGGGACTGGACGTACCAGGTGCTGGTGGTGCTGGAGA 

CCGTCCCGCGGCGCGGGGACAGCTACGTGTGCCGGGTGGAGCACGCCAGC 

CTGCGGCAGCCCATCAGCCAGGCGTGGGGTAAGGCCCCCGGGCCCTGCCC 

CGCCGCGGGGGGAGCGGGAGCGCGGCCCCCGGCGCTGAGCCGCCGCCTTC 

GTCCCCGCAGAGCCGCCGGCGGACGCGGGCAGGAGCAAGCTGCTGACGGG 

CGTGGGGGGCTTCGTGCTGGGGCTCGTCTTCCTGGCGCTGGGGCTCTTCG 

TGTTCCTGCGCGGTCAGAAAGGTGAGCGCTGGGGAGGGGGGCTGCGCCGG 

GGGGGGTCGGGAGCGGGGGG 



FEUILLE DE REMPLACEMENT (REGLE 26) 
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102/110 
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GCTCTACAACTAGTGGATCCCCCGGGCTGCAGGATTACCAGTGTCCCCAA 
CTGTTl"l"l'GCCAATCCAAGCCCTGCAAATGTACAAATATATTAAGTGGTT 
TCCTTAcVrAGACATCTTTATATCTCTCACCAATCATTTAACGTTAACCTT 
^XrTftn-TTCTTCTGTGAACAGAAAACAAAATCGGAAGCCTCATATACA 



FIGURE 10 
SUITE 65 



FEUILLE DE REMPLACEMENT (REGLE 26) 



wo 99/27132 



PCr/FR98/02501 



103/110 
H4212.txt 



TAACCATGAGTGATAACACTGCGGCCAACTTACTTCTGACAACGATCGGA 
GGACCGAAGGAGCTAACCGCTTTTTTGCACAACATGGGGGATCATGTAAC 
TCGCCTTGATCGTTGGGAACCGGAGCTGAATGAAGCCATACCAAACGACG 
AGCGTGACACCACGATGCCTGTAGCAATGGCAACAACGTTGCGCAAACTA 
TTAACTGGCGAACTACTTACTCTAGCTTCCCGGCAACAATTAATAGACTG 
GATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTCGGCCCTTCCGG 
CTGGCTGGTTTATTGCTGATAAATCTGGAGCCGGTGAGCGTGGGTCTCGC 
GGTATCATTGCAGCACTGGGGC 



FIGURE 10 
SUITE 66 
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TCCCTAGTAACGGCCGCCAGTGTGCTGGAATTCGGCTTAGCGTGGTCGCG 
GCCGAGGTACATACCCTGCCCGCAGTGATGTCTCCAAGGTTGATTTAAGC 
AACCAGCTCCTCCCTGCCACGGCTCCAGGCTCCACATGCCTGGGTTAAGG 
CTGGGTTTGTTTTTTGAGACAGTGTCTTAACTATGGAGCGCTGACTGTTC 
TGGAACTCGCTCTGTAGACCAGTCTGGCCTTGAACTCAGTGATCCCCCTG 
ACTCTGTCTCCAGAATGTGGATTCTCCCA 

FIGURE 10 



SUITE 67 
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GGATTCTGACACCCCTCCTCCCCCACCCCCAAAGGTGTTCCAGCGCCGCA 

TGGATGGGGGCACCGACTTCTGGAGGGGGTGGGAGGAGTACGTCCATGGC 

TTCGGGAACGTTTCTGGGGAGTTCTGGCTGGGTGAGGACCCCAAAACTTG 

GGAAGATTGAGGTCTGGGGTGGGGGGGGGGAACACCCAGGGCGGAGAGGG 

CTGATGGCTGCAGGACGTGGAGTGGGATCCCTGACGGGGGTGTGGGGTGG 

GGGGTGTGGGGCAGGGGCCCCAGGTGGGTGTGTAGGGTGGGGATGATGAC 

GATGGCTGTGGGATGTGGCGCAGGGAATGCGGCGCTGCACACACTGACAG 

CTTCCGGGCCCACGGAGCTGCGTGTGGACCTCTGGACGCCGTCAGACAGC 

GCCTTCGCCCGCTATCGGGATTTCGCCGTCAGTGGTCCTGAGGACAATTT 

CCGCCTTCACCTCGGGGCCTACAGTGGCACAGCTGGTGTGTGTGGGGCAG 

TGGGAGCTCCTGGGGGATATTAGGGTTAACCTTGACCCATGAGGGGGGCT 

TTTGGGGATACCCAGATCAGGGGGGGGGGGAATCCTGGGGAGAGTAGGGG 

ATGGTCCCTTTGCCCACAGTGAGGGGGCCTTGCCTTGCAGAGGTCTTTAA 

GATCGTTGACCTGTTGGGATCTCTTGGGGATCTCCAGACTGCAGGGAGCC 

CCGGGGGTTCTTGGGGGGCTCTGCCCCACAGGGTGGTCTCTGTGAGGGTG 

TGGGGGTACCTGGGGGGTCTGCGGCTCATCCTTGGGGCTCTGAATGCTAT 

GTGGGTGTCCTGGAAGGCTCTCTTTAGGGGTCCCCATAACCTTGCTGTGG 

GTCCCACAGGGGATGCACTGTCCTACCATGCTGGGAGCCCCTTCTCCACG 

CGGGACCACGACCCCCGAGGCCGCCCTCGGCCCTGCGCCGTCGCCTACAC 

CGGAGCCTGGTGGTACCGCAACTGCCACTACGCCAACCTCAATGGGCGCT 

ATGGGGTGCCCTACGACCACCAGGCATGGCTATGGGGGTTGTAAAGGGGT 

CTGTGGGGATTGTAAAGGGGTCTATGGGGGTATAAAATCAACCCAATGGG 

ACAGGAGGGGGTCACCATGAGGCCATGGGGGTTTTGTGGGGTAAATGTGG 

AGGGGTACCCCCCCCCCAAGGTCCTTTTAGCCCCATGTCTCTCCTGTATG 

AATATGGAGCCCTACAGGAGCTGTGGAAGCTGGAACACAAGCTGGAACAG 

GGAGGGGATACTTTGGGCCCCCCTGTAAGGCCTATATGTGTCTATAGGGT 

CACTGTAGGTTGTTTAAGGGCATGACCAAGTCCCCCTTCCTTTCTGCAGG 

GCATCAACTGGTACCCCTGGAAGGGCTTTGAGTACTCCATCCCCTTCACA 

GAGATGAAGCTGCGACCGCAGCGTGACTGAGAGCACTAGAAAGGTCGTGG prrrrop 1, 

GTCGCAGTGGAGCCTTTATGGGGTCAATAAAGCTGCGAGTAGCCAGTGCT ^-^^^^ ^ 

GACCCATGTATCCCACACACTGGGCTCAGGAGCTATGGGGGTGGGCAGGG 

CGTGAGGCGCACGCGGAACGGGGCACAGCGCAGCACGGTGCCAGCAGTGA SUITE 68 

CCCCTAAGTGGGGCAGAGCCCCATCAGACGGTGGCTCCAGGCGGAATCGC 

TGTAGGATGTGCCCCAAAAACACAAAGAGCTCTGCCCGAGCCAGCGCCTC 

CCCCACACACGAGCGTGCCCCACAACCAAAGGGCAGCAGCGCTCGCCATG 

GAGCCCCCGGCTGCAGGAACCGCTCTGTGGGGCAGAACAGAGATCAGAGT 

GGGTGTAGGGGGAGGAACCCAGCCTGGGGTTCAAAGCCCACATCTATGGG 

GTGGACCCACACATACCGGGCAGGAACTCATCAGGACGGTCCCAAATCTT 

GGGGTCGTGGTGCGCAGCAAAGAGGTTTGGGATAACGATGGATCCCGCAG 

GCACTGGGATTCCCGCAATGCTGGGAAGGGACAGAATGCTGATAGGATGG 

ACTGGGAGAGCCTACAGAGGCCAAGTGGGACATACTGGGACCTGCTGAGC 

TATCCTAGAGCTTACTGGGTGCTTGATGAGTTCTACTGGGACCGACCTAC 

TGGTAGGTCCATGCTGGTCTGTAGTGGTCCACACTATTACAGACTGGTCT 

ACAATGGTTCATTCTAGTGCAAAATACTGACACGCAGTGGTGCACGGTTC 

TGCTCGCAGACATGTGGCCCGCACTGGTTGGTACTGATCCCCACTGGTCT 

GTATGGCCCCATACCAGCCCGTACTGGTGTTACTGGCTGTACCTGGAGTG 

GCGCCGGGCACAGTGGGGCAGCGCGAGGGGCACGGGGGGTCGCAGGCGGA 

GGGTCTCGGTGACAGTGGCACGGAGCAGTGGCAGTCGCCCCATATCCCCT . 

GGCTTTGGGGTCCCCCTGGGGCCCAGCACCTGGCGCAGCTCTGCACGTAC 

CTGGTCCTGCACCTGGGACAGGGGACACGTGTCAAAGCACGTCACCAAGT 

GCCACATCGGGTCACTTGTGGGGTGGCCCTCCCCTGCACGGGGACACAGG 

CAGCAGCGTGACACGGAAGTGACATGAGCGTGACATTTTGGCACTGGCCA 

CAGTGCAGGGGACACCAGGGGCATTATGCACACAGGGTTATGGACATGGA 

TGTGACATGCATAtGGGpAA^GC^ 

GGACATGGGTGGGCTSGttoSiff^ 
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TGTGACACAGATGTGATGTGGTGTCACCTGGGGGTGGTGCAGCAGGAAGG 

CCACAGCCCATAGCAGAGCCACTGCCGTCGTTTCGGTGCCACCGATGAAG 

AGATCCACGAGGGCCATGTGCAGGCGGTCCCCCCCCAGCGGCCCCATAGG 

GACAGTGGGGTCCCCCCCCAGCAGTGCTCCCAGCACTGTGTCCCTGGGGG 

GAGACGCACAGCCCTGTGGGGACACACGTGTTACCCCCTGGGGCCCTGTC 

CCCCCCCTGTACCTGTGTCCCCACGTTCCCCACCTGGTGCCATCGGATCT 

GGGACTCCACAAAGGCATCGCGGCGCTCCACCAGGCGCAGCAGCTCCCGC 

AGCCCTGCGTTGGGCAGCACCTGTGGGGCACAGGGACCCCCCCCAGTGCT 

CCACAGAGCACCCCTGGACCCATAGGGACCCCATATTCCCTCCCAGCCCC 

ATATATAACCCCCCCCCAGGGCGATATAGCCCATCCTTAGTATAGACCCC 

TGCAGCCCCATATGGACCTATACCACCTCCTCTTATGACTATATCCCGCA 

GCCCCACGCCGATCCTATATGCCCTGTAGGGCCCTGTAGGGCTCACCCTT 

AGTGAAGGCAGCACATCCAGTGCCCGCACACTGGCCCGGCCCCACACCTC 

CAGCAGTTCCACCACACAGCGCGTGAAGGAGCGCACCTCCGCCTCGGGGG 

GCATCTGTGGGGCACAGGGCTTGGGGTCACCCCAGAGAGACTCCTGAGTC 

CCCCCAGAGACTCCTGAACCCAAAGAGGTACCGTGGTCATTTGGATCCCT 

CTAGAGGTGACTGGGTTCCCAAAGGGACACCTCAACACTTGTGTCCCCTT 

CAGGGGCACCTGGATATCTGGGACTCCAAGTGGCACCTGAGCATTTGGGA 

CCCACCCTCCTTGGACACCTGGGTCACCCCAAGGACACCTGGGACCCCTT 

CAAGTGGCACGTGGACATCTGAGCCCCCTGTAGTGGCACTTGAGTCCCCC 

TGCTCCCCCAGGTGACACCCAGACCCTGCAGCCCCTCGATATCCCCACCA 

GGTCCCCGAAGGCAAGGCGGCAGATGGTGCTGCAGGTGTGGAACGTGAAC 

GCCTCAAAGAGGTCCACTGGGGCAGCCCCATAAGAGCTCAACTCCTGTGG 

GGTGAGjQ^TGGGGTCACTGAGCGGGTGCGGGTGCCCCACAAGGGGGGTT 

GGGGTGAGTCAAGGGGACGGGCAGCACAGCCCTGGGGCTGATGGGGTCCA 

CCTGGGGTTGGAGGGCCCTGTGTTGGGGTGCTCACCTGGCACAGCGCCCA 

GdCCTGCAGCTCCAGGAGGGGCTCCAGGTGCCTCACAGCTCGCGCCAGTG 

CTCCCCGCGTTGCCCCCCGCTGCCGTCGCCACTCTGGGGATGCATCCCCC FIGURE 10 

AGCGCCAGGTCCTGCCCCCCCCGCGACACCAGGGACGCTGTGGGGTGACA 

CCCATATCACCCTGGCACCCATGTGACCTCCGAGAACCCCTCAGACAGCT ^rrrru 
GTACGGATCCTTGGGGACACATCCAGAATCCCCCAGGCACCCACTGGGAT SUITE 69 
CGCTCCAGCACCCATGGGGACTGTTAGAGATCTCCTCCCCCCCAAAAAAT 
ACAACCAGACCCCTTCAGAGATCATGGGGACCCCCCCAGTACCCCCTCCA 
GATACCCAACAGTGACCTATAGAGACCTCCCTCCACCCAAAAGCCATGGG 
GACCCCTCAGGCCCCCCCCCCAGACACCAATTAGTACCCCCCAGAACCCT 
TCAGAAACCTACAAGGACCCACCAGAACCCCCTCAGATACCCATAGAGAT 
CTTTACAGACCTCCTCCTGGGACCCTCCCCAGGAGCACAAATCCCAAAGA 
ACCCCCCTTGAAGATTCACAGGGACCCCCCTCTGACTCACCCCAAACCCT 
CATGGGGACCTCCCAACCCCTACAGCCCCCCCATACCCAGGTAACTGTGG 
GGGCGTCCCACGAAGTCCCCCCAGCGCCGTGCCAGTGCCTCACGGATGGC 
TGCTGCAGAGCTCAGCACCACCACCTCTGGGGGGGTGGGGGGGGAGGGGC 
•AAAAAATGAGTGAGTTGGAAGGAAGGGACCCCATGGGGACCCCAAAAACC 
AGGGAGAGGGGAGAGGTGAGGGGTGCCAGAACGGAGTTGGGGGGGGGGGG 
GGGAGGGATCCCAAATTATTTTTTGGGGGGGGGGAGTAGAATGAGAGGAC 
AAATTTGAAGGGGAGCAGAAGGGAATTGGGGGACAGTATGTGGGGGTTCC 
TCCATCCTCTCAATGGGTAATTCTGGGGAGCCTGTGAAGTTGAGGGTCCT 
AAAGGGGGAAGGCTCAAGGTCCCAAGGAGGGAAGGGTTATGGGGAAAAGG 
GGGTAATGGTGGTCCCAAGGGGTATCAGGGGGATGGGGGGGGGGGGGGGT 
CATGAAGGTGCCGCCCCTACTCACCACACCCCCCCAAGCGCAGGCATAAG 
GGGTCCCCGTAGGTCCGGGCAAGGATGTGGAGGTGCCGTGGCCCCCCTGG 
GTGCAGGAGGTGCAGGGCCCCCCCCCACGGTGCTCCCCCCCGCCTGGCTG 
ACCCCCCCCAGATCAGAGCCAGGAGAAGTAGCAGCAGAAGTATCGTCACC 
GCCATTGTTCTGTGGGGTGGGGGGCCCCAGCTCTGCCCCTATAACACCTT 
ATGAGGAGGAGGTACCCCAAAAGCTCCACCCCCCCACATCCAAACCCCTC 
CTACCAGAAGAGGGGCATTGGGTTCACTCCCCTAAAATTATTGTGTGCCC 
FEUILLE DE RERAPLACEMENT (REGLE 26) 
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ACCCCCCTCTTCAAGTCATTATAAACTTTACAGGGGTGTCCTCATAAAAA 

TACAGGAGTGTGTCCCCCCACAAAGTGCTCCCAGAACCATCGGGTGCCCA 

TCCCACAAGAAAATCTCTCAAACTCCCATTGTGTGCCCCCCAACCAACAA 

AGATTCCTCAAACTCCCCCCCCCGCCCTCTACCCATATATCCTCCCAAGC 

GCTCCCCACCCCTCCGCACACCACCTCCCCAAATCCTCCCCCATTACCAT 

AATCCCCCCCACCCCAGCAGCAGAACCCCATCACCGCTCTGTGCGTCTGT 

GTGTGTGAGTAGGGGACGGGGTGTTTATTGAGGGGAGGGGGGAGGGGGGA 

GAGCGCTCAGAACCCCTCCCCCTGCAGCCCCCGCAGGCGCCGTGCCAGCT 

GCAGGTCTTTGGGGTACAGTGTGACGCGGCGCGCATGCAGCGAGCACAGG 

TAGGCGTCCTCCAGCAGGTGCACCAGGAATGCCTCCGCCGCCTGTGGGAC 

CCCGGCGTGGGCGTCCCCACAAAGCAGGGGGGGAGTCAATTCCCACCCCC 

AGGCCACCCCACAAATGCCAATCCTCCAAAATAATCCCTGGAACAACCCC 

AAAAAAACCCCTACCCCCAACCCCCCTCCCCAAAACCATAACCTCAATAA 

CTCCACACCTCAAAAACCTCCAACCCCTCCAAAACAACCCCCAACCCCGA 

AACACCTCACCCCCAAAGACCCCTTCCCAAGCCCCAAAGAGACCCCCAGG FIGURE ID 

CACAAGGGGTACCCCAAAATCCACTTCCCCCTTCCCCCAAAAAAGCCCTT 

TTGGGCACTAGAGAGCTCCCCAGCACCACCCAAAGGGTCCCCCACGGTAT SUITE 70 

GGGGTACCCTAAAACACCCCCCAACCCCAAACCACGGGAACTTCCAAAAC 

AAAGCTACCCCCCTCCCCCCCCCCCCAAAAAAATAAACCCATAGGGCCCC 

CCACCTCCTGTAGGGCCAATAGGGCCATAGCCTGCCACCTGTAGTCCACG 

CCCCGTGTGAAGAGCAAGCAGATCTCCCGCACCTGGGGGGGGACAGGGGG 

GCATGGGGACACTGGGGGGACATGGGGGGGGGGGGGGGAGGGGGGGGGGG 

GGGAGGqpCATGAGGACATTGAGGAGAGGGAACACGAGGGTGGCACTGCA 

TCATGGGAGGTGACGAGGGGGTGGGGGGGGCTCAAGGACATGGAGGGGGA 

CACTCA 
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TTGCTGCCTGCAGGTCGATCTAGTGGATCCGCCGCGACAGCGAACAGGCC 
AGCCAGCTGGTGCAGTATCTTTCCACTTTTTTCCGCAAAAACTTAAAGCG 
GCCTTCGGAGTTTGTTACTCTCGCCGACGAAATTGAACATGTGAATGCTT 
ATCTGCAAATTGAAAAGGCGCGCTTCCAGTCGCGGTTGCAGGTCAACATT 
GCTATTCCGCAAGAATTATCCCAGCAGCAATTGCCCGCGTTTACCCTGCA 
ACCC 

FIGURE 10 



SUITE 71 
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TGCTGGTGGCGGGGATCTGACTGGAAATGGAAACGTTCTGTGGCAAAGAG 

TGGGAATGTAGGAAGGGGGTGGGAGCATGCAGGGTTGGTGGAGCAGGGGG 

TAGTGATCAGTGGTGAGGATTTGGTTTCTTGGTCTGAAATATGGATGGAA 

GCTTTGTTGGGAGAGTGAATGACTTTTCAGTGAGGACAGGTGGATGCTTG 

GGTGAATGCTTGGTAAGTTGTTGAACGCCTGGATAGTTGGATGGGTGGAC 

ATGAACTTTGTATTACAGCTGCAGCTCCAGCACAGAAGGAACCGCCATCC 

CAACCACGCCTGGGTGAGCTGACGGCCTCCCACGTCAGCCCCGACTCCGT 

CCAGCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCACGGTGC 

AGTACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACGGTGGG 

TTGCGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTACAAGTT 

CAACCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGTCCACTG 

ATGCTGTCACAGGTGAGCATGCTGTTGTGCTGCATCCATGTCTTTTGGCT 

GACGGTTGTGTTGGCATATGGTAGGAACCTTTCAGGCCCACTCCTGGTTA 

CTGTGGTCTTAATAGAGAGGGAAGTTCTTTCCTGTTCTTGACGTGGGTAG 

CCTGGAGAGATGGGAGTATGGAAGATGAGAGGAAGAACGGAATAAGGAAT 

GATTGATAATTATTGCAGAACGGATGGAAGGGAGGATGGATGGGCGGTGC 

ATGGGTACATTGGTGCTTATAGCAGAGCTGGACGGCTGGTTGTACGTTGG 

TTTGGTTGTTGAAGAGATGAAGAGTTGGATGGGCGTGTGCTTTCACTGTG 

AATTCCTCCCCCTGTCTTGCAGCTCCGGCACAGAAGGAACCACCTTCCCA 

GCCACTCTTGGGTGAGCTGACAGCGTCCCACGTCGGCCCCGACTCCGTCC 

AGCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCACGGTGCAG 

TACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACGGTGGGTT 

GCGCJSbAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTACAAGTTCA 

ACCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGTCCACTGAT 

GCTGTCACAGGTGAGCATGCTGTGTTCTGCCTCCATGTTCTTTTGCTTTC 

AGTGTAGTTGTCATGTGGCAGGAACCTTTCAGGGCCACTTTTGGTTAATG 

TTGCCTTAATAGTCAAGGAAACAATTTGTTCTTGTTGAGTGGGAATGCCT FIGURE 10 

AACGGGATGGGAGTTTGGATGATGAGAGGACAAATCTTATAAGGGATGAT 

TGATAATTATTGCGGAACGGATGGAAGGAAGGTTGGATGGATGGAATGGT SUITE 72 

GTTTGGATAAATTTGTGCTCAGAGCACAGCTGGAGTGTTGGATGAATGTT 

GCTTTGCTTGTTGAATAGATGGATGTTTGGTTGTGTGGTTGCTTCCACTG 

AGAATTCCTCCCTCTGTGCTGCAGCAGCAGCTCCAGCACAAGAGGAGCCA 

CCTTCCCCACCACGTCTGGGTGAGCTGACAGCGTCCCATGTCGGCCCCGA 

CTCCGTCCAGCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCA 

CGGTGCAGTACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGAC 

GGTGGGTTGCGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTA 

CAAGTTCAACCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGT 

CCACTGATGCTGTCACAGGTGAGGGCAGGAATTGGCACCTGTTGGGCTCT 

GGGTTTGCAGCAGGTAGAAATGTAAACGTGGCCTGCGCTGGGGATCTTGT 

TTTCCCCTGGCAATGGGAACAGCTGTTGGGTGCCTTTTTTGGGAAGGATC 

CCTTAATCGCAGCATGAAGTATGAATGGACCAATTGGGTGTGGGTGGAGT 

GATGGCTGTTGAGATGAGTTGGTGGCTGCTTGAGTAATTGTCTGTTGGAA 

TGGATGGACAGATATGTGAAGGAGTGAAAGGATGGATAAAGTAATTTAGG 

AATCGGTGGATGAAGAATGGGTAGGTAGACCCTTGGTGAAGTGGTAGAAT 

GGAAGGATTTATGAACAGATATGAGTTAATTCTTGCATCGAAGTAGGTGT 

AAGTGTCTATTAGCCTGTTGCACTGAACATGCAGTTGCATAGACAAATGA 

GTGGGGAGAAGTACGGAGTAAATCCCTGCATGAATGGTAGGACAGAAACC 

TGAATGCCTGGATGCTGGCAGTGTGAAGAATGGCACTTGGGATAGATGGT 

TCGAGTATGGGGTAGATTAAAAGATGGATGGAAAAGAGGAACAGAGAGAG 

GGTGATTGGATGAATGGATGGATGGTTGGATGTGACTGATTGACAGGTAC 

CAAGCTTTTTTCCTGCACTGTGCCTTCTGTGCTGCAGCTGCAGAAGAGAC 

GGAGGAGGAACCACCGTCCCAGCCACGCCTAGGAGAGCTGACGGCATCCC 

ATGTCAGCCCCAACTCCGTCCAGCTGGAATGGAGCATCCCTGAGGGCTCC 




:CGCAGGA 
TTGCTGC 
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CATCCCACCCCTACAAGTTCAACCTTTACGGGGTGTGGGGGCAGACACGT 

CTGGGCCCCATCTCCACTGACACCATCACAGGTGAGGGCCCCTGCCTGCT 

GCTGTGCTCTGGGCCTTGTGCTTGGCACGTGGCAGGAGCTGTGCGATGGG 

CTGTGCTGGTGGCGGGGATCTGACTGGAAATGGAAACGTTCTGTGGCAAA 

GAGTGGGAATGTAGGAAGGGGGTGGGAGCATGCAGGGTTGGTGGAGCAGG 

GGGTAGTGATCAGTGGTGAGGATTTGGTTTCTTGGTCTGAAATATGGATG 

GAAGCTTTGTTGGGAGAGTGAATGACTTTTCAGTGAGGACAGGTGGATGC 

TTGGGTGAATGCTTGGTAAGTTGTTGAACGCCTGGATAGTTGGATGGGTG 

GACAtGAACTTTGTATTACAGCTGCAGCTCCAGCACAGAAGGAACCGCCA 

TCCCAACCACGGCTGGGTGAGCTGACGGCCTCCCACGTCAGCCCCGACTC 

CGTCCAGCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCACGG 

TGCAGTACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACGGT 

GGGTTGCGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTACAA 

GTTCAACCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGTCCA 

CTGATGCTGTCACAGGTGAGCATGCTGTTGTGCTGCATCCATGTCTTTTG 

GCTGACGGTTGTGTTGGCATATGGTAGGAACCTTTCAGGCCCACTCCTGG 

TTACTGTGGTCTTAATAGAGAGGGAAGTTCTTTCCTGTTCTTGACGTGGG 

TAGCCTGGAGAGATGGGAGTATGGAAGATGAGAGGAAGAACGGAATAAGG 

AATGATTGATAATTATTGCAGAACGGATGGAAGGGAGGATGGATGGGCGG 

TGCATGGGTACATTGGTGCTTATAGCAGAGCTGGACGGCTGGTTGTACGT 

TGGTTTGGTTGTTGAAGAGATGAAGAGTTGGATGGGCGTGTGCTTTCACT 

GTGAATTCGTCCCCCTGTCTTGCAGCTCCGGCACAGAAGGAACCACCTTC FIGURE 10 

CCAGCCACTCTTGGGTGAGCTGACAGCGTCCCACGTCGGCCCCGACTCCG — — 

TCCAGCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCACGGTG SUITE 73 

CAqTACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACGGTGG 

GTTGCGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTACAAGT 

TCAACCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGTCCACT 

GATGCTGTCACAGGTGAGGGCAGGAATTGGCACCTGGTGGGCTCTGGGTT 

TGCAGCAGGTAGAAATGTAAACGTGGCCTGCGCTGGGGATCTTGTTTTCC 

CCTGGCAATGGGAACAGCTGTTGGGTGCCTTTTTTGGGAAGGATCCCTTA 

ATCGGAGCATGAAGTATGAATGGACCAATTGGGTGTGGGTGGAGTGATGG 

CTGTTGAGATGAGTTGGTGGCTGCTTGAGTAATTGTCTGTTGGAATGGAT 

GGACAGATATGTGAAGGAGTGAAAGGATGGATAAAGTAATTTAGGAATCG 

GTGGATGAAGAATGGGTAGGTAGACCCTTGGTGAAGTGGTAGAATGGAAG 

GATTTATGAACAGATATGAGTTAATTCTTGCATCGAAGTAGGTGTAAGTG 

TCTATTAGCCTGTTGCACTGAACATGCAGTTGCATAGACAAATGAGTGGG 

GAGAAGTACGGAGTAAATCCCTGCATGAATGGTAGGACAGAAACCTGAAT 

GCCTGGATGCTGGCAGTGTGAAGAATGGCACTTGGGATAGATGGTTCGAG 

TATGGGGTAGATTAAAAGATGGATGGAAAAGAGGAACAGAGAGAGGGTGA 

TTGGATGAATGGATGGATGGTTGGATGTGACTGATTGACAGGTACCAAGC 

TTTTTTCCTGCACTGTGCCTTCTGTGCTGCAGGACTATGGTCATAGCTGT 

TTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATCGA 



FEUILLE DE REMPLACEMENT (REGLE 26) 



INTERNATIONAL SEARCH REPORT 



tnternaUonaJ Application No 

PCT/FR 98/02501 



A. CLASSIFICATION OF SUBJECT MATTER 

IPC 6 C12Q1/68 



According to International Patent Classification (IPC) or to both national dasstfication and IPC 



B. FIELDS SEARCHED 



Minimum documentation searched (classification system followed by classification symbols) 

IPC 6 C12Q 



Documentation searched other than minimum documentation to the extent that such documents are included in the fields searched 



Electronic data base corisuttod during tne international search (name of data base and. where practical, search terms used) 



C. DOCUMENTS CONSIDERED TO BE RELEVANT 



Category ' Citation of document, with indication, where appropriate, of the relevant passages 



Relevant to daim No. 



GUILLEMOT F. ET AL.,: "Physical linkage 

of a guanine nucleoti de-binding 

protein-related gene to the chicken major 

histocompatibility complex" 

PROC. NATL. ACAD. SCI. USA, 

vol. 86, - June 1989 pages 4594-4598, 

XP002074404 

See the ¥ltole dooirent , esp. discussion 



I X| f^urther documents are Usted in the continuation of box C. 



□ 



Patent family members are listed in annex. 



* Special categories of cited documents : 

"A" document defining the genera) state of the art which is not 
corisidered to be of panicutar relevance 

"E" eartier document but published on or after the International 
filing date 

•L* document which may throw doubts on priority claim(s)or 
which is cited to establish the pubticatton date of another 
citation or other special reason (as specified) 

"O" document ralerrtng to an oral disclosure, use. exhibition or 
other nwans 

"P* document published prior to the international filing date but 
later than the priority date daimad 



'T" later document published after the international fifing date 
or pnonty date and not in conflict with the application but 
cited to understand the principle or theory underlying the 
invention 

"X" document of particular reievarKo: tr^ claimed invention 
cannot be considered novel or cannot be considered to 
involve an inventive step when the document Is taken alone* 

"Y" document of particular relevance: the claimed invention 

cannot be considered to involve an inventive step when the 
document is coiTtiined with one or more other such docu- 
ments, such combirution being obvious to a person skilled 
in the ait 

*&* document member of the same patertt family 



Date of the actual completion of the international search 



20 April 1999 



Date of mailing of the internationat search report 



03/05/1999 



Name and mailing address of the ISA 

European Patent Office. P.B. 5616 Patenllaan 2 
NL • 2280 HV Ri)aw(jk 
Tel. (+31-70) 340-2040. Tjc. 31 65t epo nl, 
Fax: (+31-70) 340-3016 



Authorized officer 



Miiller, F 



Fonn PCT/ISAaiO (s«cond sris«() (July 1992) 



oaae 1 of 3 



INTERNATIONAL SEARCH REPORT 



Internattonal Application No 

PCT/FR 98/02501 



C.(ConttnuaUon) DOCUMENTS CONSIDERED TO BE RELEVANT 



Catogoiy * Citation d document, with indicaiion.whore appropriate, ol the relevant passages 



Relevant to daim No. 



GUILLEMOT F. ET AL.,: "A molecular map 
of the chicken major histocompatibility 
complex: the class II beta genes are 
closely linked to the class I genes and 
the nucleolar organizer" 
THE EHBO JOURNAL, 

vol. 7, no. 9, - 1988 pages 2775-2785, 
XP002074405 

See tlie whole dDcunent , esp. figure 1 et 
page 2783, 2. colonne 

MILLER M. M. ETAL.,: "Regions of 
homology shared by Rftp-Y and major 
histocompatibility 8 complex genes" 
IMMUNOGENETICS, 

vol. 39, - 1994 pages 71-73, XP002074406 
see the whole document 

WAKENELL P. S. ET AL.,; "Association 
between the Rfp-Y haplotype and the 
incidence of Marek's disease in chicken" 
IMMUNOGENETICS, 

vol. 44, - 1996 pages 242-245, 

XP002074407 

see the whole document 

BERNOT A. ET AL.,; "Linkage of a new 
member of the lectin supergene family to 
chicken MHC genes" 
IMMUNOGENETICS, 

vol. 39, - 1994 pages 221-229, 
XP002100550 

See the Whole docuiEnt , esp. p. 221, col. 
1; p. 222 col .1 

ZOOROB R. ET AL.,: "Chicken major 

histocompatibility complex class II 8 

genes: analysis of Interallellc and 

interlocus sequence variance" 

EUR. J. IMMUNOL., 

vol. 23, - 1993 pages 1139-1145, 

XP002074408 

see the whole document 

VALLEJO R.L, ETAL.,: "Non-association 
between Rfp-Y major histocompatibility 
complex-like genes and susceptibility to 
Marek's disease virus induced tumours in 
6.3x7.2 intercross chickens" 
ANIMAL GENETICS, 

vol. 28, - 5 October 1997 pages 331-337. 

XP002074409 

see the whole document 

-/-- 



1-10 



1-10 



7-10 



7-10 



Foim PCT/lSA/210 (cornnuatton et tacond shMt) <July 1092) 



Dace 2 of 



3 



INTERNATIONAL SEARCH REPORT 



lnternatiw.ial Application No 

PCT/FR 98/02501 



C^Contlnuatlen) DOCUMENTS CONSIDERED TO BE RELEVANT 



Categoiy ' 


Citation of document, with indication.where appropriate, of the relevant passages 


Relevant to claim No. 


A 


KAUFMAN J. ET AL.,: "Different features 
of the MHC class I heteroditner have 
evolved at different rates" 
0. IMMUNOLOGY, 

vol. 148, - 1 March 1992 pages 1532-1546, 

XP002074410 

see the whole document 





Fbcm PCT/lSA/210 (continuation of second sn«»t) (July 1092) 



nane 3 of 3 



RAPPORT DE RECHERCHE INTERNATIONALE 



0«man mtamaUonat* No 

PCT/FR 98/02501 



A. CLASSEMENT DE L'OBJET OE LA DEMANDE 

CIB 6 C12Q1/68 



Solon la classification imamaUonala des brevats (CIB) ou A la (ois salon ta dassiticatlon nattonate at ta CIB 



8. OOMAINES SUR LESQUELS LA RECHERCHE A PORTE 



Ooeumantatton mtnimala consuttde (systdmo da ctaaaification suivi daa symbolaa da clasaamant) 

CIB 6 C12Q 



Documenution consuttda autre qua la documantation minimale dana la masuia oil cas documanta ral^vant daa domainaa aur laaquala a poitd la racharcha 



Baaa da donndaa alactroniqua oonsuttae au coura da la racKarche intamatlonala (nom de la base da donndaa. at ai rtaliaabla. tarmaa da racharcha uU.HaAa) 



C. DOCUMENTS CONSIDERES COMME PERTINENTS 



Cat^oria ' Idantiflcatlon daa documants citds. avac, la caa achdant, rindicatlon daa paaaagaa pertinants 



no. daa ravandicationa vMaa 



GUILLEMOT F. ETAL.,: "Physical linkage 

of a guanine nucleoti de-binding 

protein-related gene to the chicken major 

histocompatibility complex" 

PROC. NATL. ACAD. SCI. USA, 

vol. 86, - Juin 1989 pages 4594-4598, 

XP002074404 

1e document en entler, esp. discussion 
/ ' -/— 



I Xl Voir la auita du cadra C pour la fin de ta Uata das documenta 



□ 



Lea documenta de famillaa de brevata aont indiqu^a an annexe 



* Cat^riea spedalaa da documenta eit^a: 

"A" document dMInisaant r^tat g4n«ral de la technique, non 

conaiddra comma panieulidrement pertinent 
"E' document antdriaur, mate pubIM A la date de ddp6t intemaiional 

ou aprM catte dale 

X* documant pouvant jeiar un doute aur una revendication da 
priontik ou axA pour determiner la data da publication d une 
autre citation ou pour una raieon ap4ciala (telle qu indiqu^e) 

"O" document sa reMrant A una divulgation orale. iiun usage, ft 
une exposition ou toua autrea moyana 

"P* documont public avant la date de d^pdt International, maia 
postdrieuremant k la date de prioriltf revendiqutie 



documant ulteriaur public apr^s la data de d6pOt International ou la 
data de priortte et n'appaitenanant paa ft l'4tat da la 
technlqua partinant. mats cttd pour comprandra le princIpe 
ou la theorie constituant la base de Tinvantion 

document partteuJldramant paftlnenl: rinvan tion revandlqu4e ne peul 
4tre consideree comme nouvatte ou comme Impiiquant une activM 
Inventive par rapport au documant considere isoldment 

document particuiierament panlnant; I'Invan tion ravendiqu4e 
ne peut etre oonaid^rde comme impiiquant une activtt4 Inventive 
ioraque ta document eat asaocid 4 un ou plusieuis autrea 
documanta da mdme nature, catte combinaiaon 4tam Avidartte 
pour una parsonne du metier 

document qui fait partle de la mAme famine de breveta 



Date k laquaile la recTwrche intennationale a 4ta etfectivemenl achevee 



20 avrll 1999 



Data d'axpddition du present rapport de recherche Internationale 



03/05/1999 



Nom at adrasse postale da I'admlnistration chargda de (a recnerche Intamationaie 
Office European das eravate. P.B. 5818 PatanUaan 2 
NL-2280HV Rijswi|k 
Tel. (^31 -70) 340-2040. Tx. 31 651 epo nl. 
Pax: (-^aVTO) 340-3016 



ForKtionnaire autoria4 



HQller, F 



Fomn^air* PCT/ISAaiO (dwjxiSfna tMiUa) (JuiBsi 1992) 



page 1 de 3 



RAPPORT DE RECHERCHE INTERNATIONALE 



Oemenciw •ntemationale No 



PCT/FR 98/02501 



C.(suite) DOCUMENTS CONSIOERES COMME PERTINENTS 


Cat^orie 


Identification dee documents cites, avecje cas echeant. I'fndicationdes passages pertinents 


no. dee revendications viseea 


X 


GUILLEMOT F. ET AL.,: "A molecular map 
of the chicken major histocompatibility 
complex: the class II beta genes are 

^luocijr 1 iiti\cwi bU Lilts CI Odd 1 ^ciico ciiiu 

the nucleolar organizer" 
THE EMBO JOURNAL. 

vol. 7, no. 9, - 1988 pages 2775-2785, 
XP002074405 

le document en entler, esp. figure 1 et 
page 2783, 2. colonne 


1 


Y 


MILLER M. M. ET AL.,: "Regions of 
homology shared by Rftp-Y and major 
histocompatibility B complex genes" 
IMMUNOGENETICS, 

vol. 39, - 1994 pages 71-73, XP002074406 
voir le document en entler 


1-10 


Y 


between the Rfp-Y haplotype and the 
Incidence of Marek's disease In chicken" 
IMMUNOGENETICS, 

vol. 44, - 1996 pages 242-245, 
XP002074407 

voir le document en entler 


1 lU 


X 


BERNpT A. ET AL.,: "Linkage of a new 
ineiMDer ot ine lecLin supergene Taini ly lo 
chicken MHC genes" 
IMMUNOGENETICS, 

vol. 39, - 1994 pages 221-229, 
XP002100550 

voir le doc. en entler, esp. p. 221, col. 
1; p. 222 col.l 


7-10 


X 


ZOOROB R. ET AL.,: "Chicken major 

11 1 d LocumpaL 1 D 1 f 1 ty complex ciass a o 

genes: analysis of interallelic and 

interlocus sequence variance" 

EUR. J. IMMUNOL., 

vol. 23, - 1993 pages 1139-1145, 

XP002074408 

voir le document en entler 


7-10 


A 


VALLEJO R.L. ET AL.,: "Non-association 
between Rfp-Y major histocompatibility 
complex-like genes and susceptibility to 
Marek's disease virus induced tumours in 
6.3x7.2 Intercross chickens" 
ANIMAL GENETICS, 

vol. 28, - 5 octobre 1997 pages 331-337, 
XP002074409 

voir le document en entler 





Foiynuiair«PCT/ISA/210 (sut« da la deuxiAme fduUls) Oufllet 1992) 



nanp ? rip % 



RAPPORT DE RECHERCHE INTERNAHONALE 



Domanow .mometioncle No 



PCT/FR 98/02501 



C.(iulla) DOCUMENTS CONSIOERES COMME PERTINENTS 



Cotegerio ' 


MentiflcoUon doo doctimanto citee; aveclo coo dchdant. I'lndieatlondeo pasoageo pertlnonto 


no. des fevendtcatlons vtsdes 


A 


KAUFMAN J. ET AL.,: "Different features 
of the MHC class I heterodimer have 
evolved at different rates" 
J. IMMUNOLOGY, 

vol. 148, - 1 mars 1992 pages 1532-1546, 
XP002074410 

voir le document en entier 

^^^^ 





Fbimiaira PCT/ISA/210 (sute do la xtoundme foui«) Qum 1992) 



oaae 3 de 3 



